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B AR
023 FEAFR B i 5elEEE  (Global Foot-and-Mouth Disease Research Alliance

GFRA) RIEEH T2 > WFk— -
FT—  ITIERER
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N2EE11 H6 | $5#%E0 S TR I i I AR ERE
H
124811 A7
H
112411 A8 | 08:30 Opening Ceremony Opening
H 08:40- Strengthening foot and mouth Hon. F. K. Session
10:15 disease (FMD) research and Tumwebaze
development to enable disease
control and boosting trade from
endemic countries
GFRA accomplishments and C.Gay
1mpact after two decades -
what next?
Trends of FMD reporting from S.Wakhusama
Eastern Africa countries to
WOAH from 2018-2023
Research networks and digital F.Rosso
tools to support FMD
surveillance and control,
Opportunities and challenges
10:15- Tea Break and Poster Sessionl
11:15
11:15- Introduction S. Kerfua, Session 1
11:20 T. Knight-
Jones
11:20- An on station evaluation of S. Kerfua
12:15 commercial foot-and mouth
disease vaccines used in Uganda
Efficacy of a foot-and-mouth D. Lazarus
disease vaccine against a
heterologous SAT1 virus
challenge 1n goats
Foot-And-Mouth Disease SAT | M. Chitray
Specific Virus Peptide Phage
Display Libraries For The
Identification Of Epitopes
Discussion
12:30- Lunch




H A 1712
14:00
112411 H 8 | 14:00- Epidemiology of foot-and-mouth | S. Ochwo Session 2
H 14:15 disease in Uganda: A
researcher's insights from the
past decade
14:15- Introduction A. Sangula,
14:20 S. Baluka
14:20- Optimising simple clinical and M. Bronsvoort
15:15 environmental approaches to
sampling foot-and-mouth disease
virus for next generation
sequencing
Molecular characterisation of N. Singanallur
foot-and-mouth disease virus
using ‘k-mer’ clustering
analysis
Molecular epidemiology of C. J. Kasanga
FMDV in Tanzania: implications
for FMD control in East and
Southern Africa
The role of small ruminants and | G. Limon-Vega
the environment in the
epidemiology and endemicity of
FMDV: a longitudinal study in
Northern Nigeria in 2021
Discussion
15:15- DISCUSSION
15:30
15:30- Tea Break and Poster Viewing
16:00
124E11 H8 | 16:15- Can new technologies bridge D. King Session 3
H 16:30 surveillance gaps for FMD?
16:30- Introduction W. Vosloo,
16:35 D. King
16:35- Complete genome sequencing of | A. Shaw
17:30 FMDYV using nanopore
sequencing




H i 1712
Preliminary validation of E. Foglia
multiplex lateral flow devices
LFDI and LED?2 for on-field
identification and serotyping of
foot-and-mouth disease viruses
Revisiting an old classic: Using | A. Capozzo
the 1eG1 avidity ELISA to
predict cross-protection in the
Brehm et al. sample set
17:30- Discussion
17:45
112411 H9 | 08:30- Welcome Message
H 08:35
08:35- Stealthy, Steadfast, or C. Stenfeldt
08:50 Surprising? FMDV pathogenesis
in different host species
08:50- Introduction J. Arzt,
08:55 T. Tuthill
08:55- Leaderless FMDV O is fully M. Eschbaumer
09:50 attenuated in cattle and does not
establish persistent infections
Leaderless FMDV O does not S. Blaise-
establish a persistent infection in | Boisseau
multilayered cells derived from
bovine dorsal soft palate
Incubation phase transmission of | J. Arzt
FMDV 1in cattle
09:50- Discussion
10:05
10:05- Tea Time and Poster Viewing
11:15
IR411 H9 11:15- Introduction G. Limon- Session 5
H 11:20 Vega,

B. Byamukama




H A 1712
11:20- Occurrence and Control B. Byamukama
12:15 Strategies for Foot and Mouth
Disease in Uganda: Systematic
Review and Meta-analysis
Sero-survey of foot-and-mouth C. J. Kasanga
disease virus serotypes O and A
in selected livestock-wildlife
interface areas in Tanzania
Detection And Characterization | D. Ehizibolo
Of Foot And Mouth Disease
Viruses In Small Rumminants In
Nigeria
12:15- Discussion
12:30
12:30- Lunch
14:00
12411 H9 | 14:00- Molecular Interplays of FMDV | S. Blaise- Session 6
H 14:15 with the type I IFN Response Boisseau
and Importance of the Model
14:15- Introduction G. Medina,
14:20 M. Eschbaumer
Inter-serotypic recombination of | J. Arzt
foot-and-mouth disease virus
following superinfection of
carrier cattle
Development of an FMDV P. Semkum
minigenome, pKLS3, and its
applications
Mapping of FMDV antigenic M. Harmsen
sites recognized by single-
domain antibodies reveals
different 146S particle specific
sites and particle flexibility
15:15- Discussion
15:30
15:30- Tea Break and Poster Viewing
16:15




H A 1712
16:15- Status update on using serology | A. Ludi Session 7
16:30 to evaluate vaccine suitability
16:30- Introduction J. Zhu, E.
16:35 Pérez-Martin
16:35- Heterologous cross- M. Pérez-
17:30 neutralization with different Foot | Filgueira
and Mouth Disease vaccine
schemes against serotype O
strains
Maternally derived antibodies to | J. Binti Senawi
FMDYV modulate the antigenic
specificity of the antibody
response 1n vaccinated cattle
Impact of Fasciola hepatica A. Capozzo
infection on the long-term
immune response induced by
Foot-and-Mouth disease
vaccination
Optimising prime-boost interval | R. Bommanna
to Enhance FMD Vaccination
Efficacy in Cattle
17:30- Discussion
17:45
112 £ 11 H | 08:30- Welcome Message Session 8
10H 08:35
08:35- Advances on FMD Vaccines: | L. Rodriguez
08:50 Twenty-First Century Solutions
To A Centuries-Old Problem
08:50- Introduction M. Chitray,
08:55 M. Pérez-
Filgueira
Potential live-attenuated FMDV | J. Kumar
serotype O IND R2/1975 Biswal

vaccine candidate strain
generated through genome re-

9




HHEA 1THE
coding approach
Rethinking next-generation G. Medina
FMDV vaccines: use of codon
deoptimization strategies
Tackling FMD 1n Eastern Africa | E. Pérez-
using stabilized virus-like Martin
particles vaccines
09:50- Discussion
10:05
10:05- Tea Break
10:30
10:30- Incentivizing adoption of high- | N. Henning Session 9
10:45 quality FMD vaccines 1n Eastern
Africa: Lessons Learned from the
AgResults Model
10:45- Introduction F. Mwiine,
10:50 A. Namatovu
10:50- Foot-and-mouth disease situation | H.
11:45 in Nigeria GulakUlaramu
Mutational Spectra of Foot and | M. Fawzy
Mouth Disease Viruses Isolated
from Egypt, 2020-2022
11:45- Discussion
13:00
13:00- LUNCH
14:30
11:20 STAR-IDAZ FMD Roadmap J. Salt, Session 10
Conference L. Elhachimi Closure
11:20 From sample-to-sequence: | L. Gonzélez

practical FMDV field-based

10




sampling for MinION sequencing

Discussion

11:20 A step-by-step guide to A. Shaw
12:50 sequencing FMDYV genomes
using nanopore sequencing
technology

Discussion

Nanopore-based genome A. Shaw &
sequencing of Foot-and-Mouth Team

Disease Virus

12 £ 11 A | G TERHIRE
11 H
12F11 H
12 H
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2 - FRBPER B ERHE
FESE BB T AT 202311 HSH £11 A 10 HIRIE 21 it 5E HL@?E/}H ST 2N
I 2Bk O R i 22t 8 (GFRA) 2023 2 ar st - WiasFRBEssn . | 2858
S [R5 R BT EITSE (Cross-sectional study of Senecavirus A 1nfect10n in pig
farms in Taiwan) AE SRR EZ L EAE ¢

Gap Analysis
Waorkshop Repove 2022

— A‘:_W” e
(F 10 )

- F uuf uun’ Ahnrth Disease Gap Analysis Working Group I

“§ -f.‘ -J\’H

“ " \..‘P:S

"

ARG 5eli S (GFRA) FIE2ER—E -

I study of Se
in plgfalms In Talwan
o-lang Huang' Koo oo,

B2 - Zli“/’zé:iﬂililﬁiﬁf Eﬂmﬁ% 23 (GFRA) FHER E%Eﬁxé)ﬂdﬁﬁﬂﬂfiﬁﬂ EAZE[A]
srEIbTFE R BE - WS FREE GRS -

N

— ~ JEBRITEM ¢

1. FEXMARET - O mEiE KRR S LR T > By MRS A
EfEE R T2 i RE e 45 4 FHEE /K (Phosphate buffered saline ; PBS) DU
{244 DR (lysis buffer) R > #EACFENE EF AHHHN FERE
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1]

( quantitative polymerase chain reaction s qPCR ) FIFH(HAYZEEE » HIT[{EGL=
R iRt NoeriZie € fp - B8 X8 B PR HR SR AT - #k
BT EE  BOBHER A B R IE RO TR R R S R R -
fE ZANE X T L 3 B B S R R (5] 1 5 R B (el s - (RSN
FRREE G A > HIRRA ~ RIS S (lineage ) SR 88 @) o &
Sy ORI TS PRIA B M R A S R B (EREEUS/ D & s ik - 1]
ZEERE BT RE RN 2 - BB A R RN E R -
IR B FAERZ R A= oK RS R A 24 S T H iy /b eiE 2 A
B - WA T AR KA B > IRETEE NS ALV ERS - e
B EKEN i AA IR EE) - NSRRI - FHME
g8 0 IEMNAFEEIEN /K438 30 2 IR B /MR 3k - PEE ISR s L
i A B R PRI R S R AR » (HA3H i JE nn [ B Rl A &

= AL E A 2 B E R L N BENY) > R e s s Rt 2
B EEHYERI, > SHEFE R TS3EMUE MRS ~ 42448 /KBS T B4 58 (ERR AR R4S
HGERZ - AT HNOREREF T EEEA T HRERSE TS
F KIS BC BRI B T LB R S B R 5 T - Al E & 3 O R R

ZLHFEIE ©

© RETRE

1.

The Pirbright Institute tE FL I FfiE 2 B R ER 5 - 2EFA L=
CEpE R aE ARy~ BOREEE - L& 2 0B s T/EEERERE
o DA E] DAEARERY - BTy O s B e 8mim B S A RIE
DIF) Rz FAE T E T3S

LB U DA B A 4 (7 i B B 22 R BERR RS ] PR R SE kI
B sl o SOMEAERHARORY « ABY ~ AsialZY ~ SAT1%Y ~ SAT2AUE
EE PR BB AR AC RGBT o PhEmie st In e A R L2 E =
SRS RELISAVAHE - 2 ESATAIRE AR ERERE R - i
B EHEF] AR U B ENVEA » Bl TR EnynlaE
M e

Hr—REF TS S ZORRHT B L B B B ok e - FRFfE o) Se Rk e
WERERER - fERANEINLIEL » i3S EREAE 2B TR =Y
[ o BRI IENIE R e MR S B = e T e% AR BRI AT BE M - Ik
A N EE AR R I e A T RRNEIEFEIT T > BEE
FREE R INE > F5RE e E T B AL IR B R B S S e > TS It
— BT B 35 75 E P VBN o JEMNIE 27 B8 5% Jat et (B P 4H 4%
& B PRI o2 e B e A R DA g B B2 1S -

K146 STl A E R s BE A 38 A TeGUR AT JELISAS I E
ARSI TERA Tran06F B PR ERA Iran999& e AR SR R VA 22 Iragii s =4 &
ER ITUF [FIF DU R AIERER ~ 1gG1 ELISA ~ #RIJJELISATERHT » B
FoRMUME T IeGLEE (ODE>0.5) ~ IeGIERAHEE (530% ) 1E BirE
TTHIEERE » 45 R B RIeG LRI IELIS Afg Rl gsds v By R T B o =,
EpghR -

Btk

ORI ~ =F - FEEEIEEYES R E - AR EEE %
R RS A A E IR E SR > SRR S B i e I,
RV - T #E B R T PR - 5591 4~ F T ER SR
Fhi5 (nasopharyngeal mucosa) S PkHREES - AIFHE T TG AT E R > 78Rk
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FrEMRZ MW EEAFEER - 2T AR Hk(oropharyngeal tonsil)#&
B (BT RFFEMERC, - B EED MRS 3578 & N [E B T 2 s
172 FLPREE A AR AR R -

1B B i leader BRI EE P B TR %5 2R 4R EMENATRE » ST BUR LIRHE
O/FRAR00 15 3 DAEL IR F  faleader SN » iETTAR 1455 - BlEFAN
O/FRAR001 7 R X s S - SR IEFINEF &SR > TEHR
M0 ~ 53 el &kie H P om iz - B4 B35 REIREE N - hFF
WEHESE » eaderfHERR(O/FRA001 ALb)AH » 4-E MR » )&
G3 e aH Sk S A H leader B S IZ K © B8 5% sk T F| F leaderdift
HOFERHERETRE PSR - B3R R EEE R o [EIh > leader
FNEIER 52 (O/FRA2001 ALD) » B FHSAAT AR S A RO IR BB RAS I E
Z %t (air-liquid interface) » A [EAEF SN TEAE » 48/NFF 2 1% 15 2 A fE Bh 4 AE
T o

B TR E2A24- CruziRIEE24/ N > /E Bydonoril A\ B 1 BEEEER &
(contact) » [F]f@E24/NIF » B ANSB2BEA » [EIfE24/ NEF RS A 53884 - [Al/E24
INFF RS NEAREA > BIEZT-14K > 45 donor A 5596/ INEE HHBR TR
SE2BE ~ 3BF - AFFcontact/FIER AT HAR HIRIEAR - S8 & Donord-& ] 7
AREERIEARAERE - B EE A% - BG4S E Donor -y contactF-H 31
EARZ R E » HASPR R ST R I a5 - BRI IER %
(B R B RS PR FERR) - SR BIEHE - BEVET - EEEeE - )
YIS S SRR R TR ER A B s -

FEFMD VA0 R - MEsm sl MDYV % B ORY s AR IE Fp-fa]
R W EERG SR A EEN » W HAERGR2-TRA > IR
R RIS R A - B BFMDVELIFEZCRE - BUR R EZYE

7 o M BRI A P IE -

RIEHHFE

DATRER B EE i % (ORIDFE « ABISFHEACHIDME ) 21584
(FF4H3E ) > 45 SREEIRBEFT RIS A SO N 2 S [E] e i 3 2R O Y
MUERIAIPUEEEE - B AlES7H O1/Camposii BRIk b B e ol B EL A
MERE R BN R S fRag ) -

DI E s (&80 ~ ABlAsial ) RI4ASUE Y i 2 R4 B4R
P12 R BS18/INVF T s - FFEOE2 1 R e e H 688/ NV - DURH T
B E TIIDE A M 45 R~ E R e i S e R E R T
sEFIATH AR S IE - S DURCECRE - A EE ARSI RE
AJREME -

365H18~24 A E L FE R % - g IFTFAHE (Fasciola
hepatica ) BV > 45 FREE3R AT g B & B 20 I B e I B R P s ke L1
FERRIeG 1 Piie e i B Bl E B ) o« B FRRAHEN /3y ol 15
TR IE - WHREIRIeGIIE » s 2 T OEEaigse T > B
TR A4 TR S E A RLIESR -

DL gy v PO E R ek (virus-like particle s VLP) Y& (&08Y ~ A
AL~ Asial B ~ SAT2EDRIEAE » fRIGFTE e IR Fy34H - 47 RIfERE1
@A ~ 3EHE6(E A - 458 R3ME H iy fne £ 5 A E A 1R 5 h 1 slER
[ FEEE 1B B fiva S R s S SR > A0 > B ERI R e B e+
SRR E— TR E -

PE IS
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A1 P RS R S e B 4w g A AR B B VB I s i 38 i O Y IND
R2/1975 ¥EEiifEEisERE - O B IND R2/1975 i e AT B2 BHK-21 41 -
5 1E BURE JILLEURIRNS 100 % - B4 3 HilE Balb/e /NS M ESHRGE
{FRZT91E (deoptimization ) SRESFERI RS » BB HFA2E
JEAERE IS - (R HEHEIRTT - R R EAE LU B I
B SRR ERES - BRI R IPiRE R IE - KE(5E
CD4+/CD8+3 S TR AMBEAINKATREAYIEN « K2 - pBh1E £ HGHT i im

#H

(i S E RV BRIk (virus-like particle 5 VLP) FERI AR IR Ea 125 -
A REAE R P B A | R BUATR TRIZ LIORAR » BN 3/4HY3BlErRR > 3/5% %
B E R EY RS FIEE>1.5 logl0 TCIDS0 - Mz fEEerkkdfs T A/Ken
A o FTE I SE AN T & AgResultsHY SR 1R 21 KA » TERHR BRI R T A
R A A A AR o

FIFIFMDV iR BB (minigenome ) pKLS3E B—FfEEIR#E RS » &5
FMDVHYS'UTREZ3'UTR » DAKTTEXES T (promoter) - ZHT7 RNAZE &
(polymerase ) 1EMFLENYIAMAEAHANE FafEfToEs: > DUEISERE - AA(E
FE RSB HE

JEMZ CI BRI 5T

S RS P 2 L O{E R v » 2R G 250 Feddl - BT
P~ HEFT2R ~ S e e AE SR T e o DA 3 R e
[ZSLEREF E MUERY A B PR ELISAEAA T RS - 45 RERE—fmm
(I E R i e H34% - HAETRIVEE e e B B LTS T LRI
VIReEEHFA R IE -

1E39E6~12 AR LIS E R i T o0 » FFLASRSAT I I B i
FAETHHERE > BI04 > BETTREARIEIE (2m)) -~ 134H
HIE - VAARKIE ~ V124-FBIE SR > ERB20RAFFEENIIE
PrAskFEER (seroconversion) » i H.1/34F e 7= bL /68 1/124 FH e
HIEEA HTREST -

SATH 1 B 35 o e 0 9 B R IR R PR E L 2 8 0E - ReBE— (&
TZSATI ~ SAT2BASAT3ZI B 55 & e b RS IR K EE AV 9T - AGRCDHK
I REATPURE -

STEfEEERETEERELEMERIL - S TEEREEYRE TS
AL o AR E(REAIEE - BHEE RIZOKE 2 RS - FEfh = B
TFAEYZ2BREEEEHEE R T » SRS B ERIEEERE -
Z K FECERE ~ 445608 ~ /NCEBUE B ER SR IE RS - # B
T EFHRE

AR T O R a3 AO0RY « AR ~ SATIBASAT?2 » HORIBZE[EY
ae IR B RR B A 839 LI E « 352 gt e DIOBYEIARI B > iy
FZE 53 B 519514811 9524F © 1 Eban Bidepy>k Eh an I e 7 1 TRk B OB /BA-
2 o
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Epidemiology of FMD in Uganda: Spatial distributio

. High risk area | . Low risk area
f

M e A Raan SareTy ; WOAM Cotaborating C
—_— &k FAQ Referance for Vatarinary Sarvices

UNIVERSITY OF MINNESOTA &'C) Centre for Veterinary — Buliging (Americas)
Drivan te Disgover Public Health Ry s @ Wt
for Ar
f--Ld

3 ~ JEINER 2 1 e dr-2 s B g o
X
Study design {—}

i

h risk aren Identified

Q Fa +

Passive survelllanca Active survaelllance

Fleld investigation of + Salected two LGA

suspacted clinical FMD within the high-risk

outbrenk reported in LGA area

located in the high-risk + Ineach LGA selectad:

area Idantifled =1 livestock
market

l =1 transhumancea

sita

Tissue samples - 5 houssholds

& data from i

aifeclecmimals l Visit once a month

2

+ Collected animal and pramises dats using a
standardized questionnalre

+ Collected up 10 10 animal (csttie, sheep and goats)
samples (oral swabs, blood and tissues).

* Collected between 5 and 10 anvironmantal samplas

L L 1 L I - i)
I f f f g e |
March Al M J J s Oct

~Ame

(&4 ~ 5% 5o an = 8 3 1R SR A 5e
MinION sequencing — for regional/national labs?

* Rapid and portable sequencing
method for genome sequencing

= Sample-to-sequence <24 hrs

* Equipment requirements: PCR
machine, Qubit, MinION,

* Preliminary data indicates that the
:arotocols can be applied for FMDV oo FEERITTTTER GEET—
ineages o ! ‘\.....,.,_.._....-— “‘————--'

. Taglks —Shaw (this session), ! !::;il'“'“" e f{‘ b o7 F"""': - H

Bronswoort and workshop on Friday l.v-i"“"'""'"" N | (S s r‘
Y 1‘-.'. 4. 1
! wh l-‘“_"-’”'-" mw—n-’u it

* Poster - Calderdn

\ 1*—‘ Y
= Is this platform a step towards TR | (s ey
democratising viral sequencing? oyl "\-._../ '\..._../ "‘\____,@
... Or are there other factors that ot [ =

*#.ﬁw d"-&’#‘ & P

DBrown ot al.. 2021 ~ capsald sequencing protocol
! www.pirbright.ac.uk
5~ FORFURE Fr FE AT LB el 2 B9

need consideration?
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Immune response - FMIDV

FH infected group e

i 300
8 § 260
o 40 &2 5 2004
= 1-01§8= == B
a = 160
Z o =
§ % 60
e il il |
o. - =
6 20 40 _eo | oo 6o so

Days post F. hepatica infaction

FMDV-IgG1 titers are reduced in F. hepatica infected animals

0 ~ FRTIE RS BRI R RIR 196G 1 fide MR -

Cattle. Improved Sustained Immune Responses with Longer !
Intervals Between First and Second Doses of Vaccine

Similar to Group 1

similar to Group 2

o5t

10 3 18 5 AR L R S e AU AL IE

Discussion
Efficacy of a FMD vaccine against a heterologous SAT1 virus challenge in goa

The vaccine induced significant seroconversion in

- three of the vacclnatedggroups by 20 é’pv

= Goats receiving the 1/3 dose had good rotection
relatl(sreeto the %69' an 1/12?“ J::‘aseg A

= The full do?a, /39 and 1/?"‘ vaccine groups had low
viral shedding from clinical specimen

= There was no evidence of viral shedding in the nasal
epithelium of the higher vaccine groups '

= Furthermore, the{e was no evidence of viral RNA
g:;greted In rectal swab for all the animals beyond 4

A fractional dose of 1/3 the full ttle dose of Igh-

BraN O EEl atai el doae ol on
o ‘

heterologous chaﬁenge with RT? 3|ﬁ‘gsa ggola :

Lazarus D D . GFRA Sclentific Maeting, Kampala Uganda 8% Novembaer 2023

11~ LEERE T e e S E)R SAT1 BP9tk ELOREETT
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NIGER:

CHAD

o]
CNN EROERN
‘.iMUVnmmmA %

. FMDV serotype SAT1

"lWDVﬂmmeMQ "&mmunmhmm

: et

B 13 ~ 25 BRSO ke 7
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B~ ShompOEREH

—_ N

GFRAH FI R (RS BRHIZE A F » AfF Ry ERFVMDRF S BB 2 L »
S TR T + DU IR o CRABEAR - 3 R o I F 56
W HETTT AT L R e SR  FRHR TR )
PIRIE IR SR e 5 5 BRI RS - B T oS T B
BYEIERFSE (L APTBIS I S IEHIE B - EIR S R R (i &
1 » L R TR TS 1 e A9 s B S IE i » ATk
TSR - AT B B AR R A RIS 1 -

+ The Pirbright Institute 5 (1 f % 2 B g 2= BIWOAH/FAOZE IR Y > SRIEHIIEE

KA 2 RIEFLEIRE - 5 RS B RE EUSME(FRE A R IR I » [RIILRE
R IETUE 25 E (reference antigen panel) DA K LI Ff & & e HREKER € - B
2% H W Ry (R LS R AR S SR I [ I R A T B s SR R B > RE IR ey
BT R RSN > (RS I HRE R BN HIRL R o I RE S
WP AFR BB - (R RI RIS R 2 e e mipa 28 > SHCHE Y LI
P ARIE - DUFIBR IR B2 -

+ HIENEIR B 5 iR SR RNt & R P B B R A A S i T MBS

B - EREEARER A E B S N - BIRP R R AR
& BRE B DR EE - REeE eI RS A e
HEZFR PR oK e - B EHY EFYIRERAE > I EBEA 58
BVE o IR R R > NI PR A ER e -
At 22 £ AT BN B RS B EL PRI A SR > M7 S i oy sl vp B
e AR AT BN B 2 L1 i P2 e 1 LA R e

 ARRTERFE S AR AR T e SR MUE A > SE3 50 IRy

(HE & 3158 &) DRSO 1 R R — KPR (PR A €6) T - S MIBLPR B BRI
BHA o MUBSAREREIRERE WA S N e RIS RERIFTY © €35 KR
B R A I e RS IR RS T BEER 5  RE NP
PR E SRR 7 Y B SR B B IRAH AT » AWTFERC R ARSI AR G e
- R E 20223 L BB e TR HERGYEN - AR RS |
B RN BLTE R H oA - SO T IR R AR I NG TR
BLPZEE -
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