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STENRE - EEESIHE ) WESETESTIHE RS Iifhat LI
i TG FL2~3(855E - HPPiREME RS 7 62%0 = EREHESH - 1

20141 GFRA B #E — AU B E48 7] U H Aps sn Lot - i
10



TR RRE T LA IR OK RS SR » AT SRR H
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L1 P2 10 5115 62 w5 P B 22 A
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474 Abila Ronello ~ Ludi Anna ~ Eble Phaedra@& 1Y [ B2 47 B Fg oo £51 o 5]
J SR (FMD status in south-east Asia, China and Mongolia ) ~ Bk 1
J& I (Update on the current FMD global situation ) ~ A/Asia/G-VII £22%
B BFA/Asia/Iran-059K Y P 4R I8 (Low protection with an A/Asia/G-VII
lineage FMDV emergency vaccine against an FMDV A/Asia/Iran-05 lineage
virus challenge ) R - [ fi#FHRAFMDEE R {TE (FMD pools) HiiE
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Further expansion of the O/ME-SA/Ind-2001 lipea
from pool 2

First detection in a West Furasian
hub-country with potential for
onward spread
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(&7~ ORYHFEIRO/ME-SA/Ind-200 1[5 E B EL o o 8l (A SR e BB G = -

2.

3.

€ Ludi Anna% 3 £ Bk O F & IR ( Update on the current FMD global
situation ) JREURE iR AG Z IR BIv BARE S G IR RE B/ e A i (i (A
MRZE B EN A SEERE0RE R B MR T - FHEBEEHEE S
IR ESE - s ARt &R TR B R B I B SRR E PRSI T -
ST A A M 2R A0 [E 275 B B e S5 AR 1 RE 75 28 108 TR 5 am 2l s 7
M AN RA S 2 55 25 A A R 7% 08 B % S I B B T A sE R
=EEE - MR E BN -

&£ Wadsworth Jemma ~ Munsey Anna &3 JE L1 27 55 PR EL A 73 At

( Complete genome analysis of FMD viruses belonging to serotypes O, A and
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Sat 2 in east, west and north Africa) ~ {F & F-EEE{T 1B 22 A5 45 7 Bl B
sk R R R Fi%% (Spatial epidemiology, phylogeography, and risk factors
for FMD in Uganda ) 2 588 » SR B R FMDYR #7471& (FMD pools )
HR BRI S B - FEECE LA ~ 848 i L E RO A ZE RS ~ B ~ 18 &
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VT B G L3 R 779 SRS R 11 TE 2 BRI A S0 9% - Wadsworth Jemmaz
RNV FMDVANORI EL AR SR A LR J B EILED - [ RBIOM
M i - 1T B 2 I SR S L N B 2 NS 1 DB S A s B e B Tl )
B e LS BN LR o HEMIE S BR R ERE ([EX) - Munsey Anna
TN ST A S HFMD VA ZE RIS H R B8 s
PRI AR S ML ME B AR % 1S 1 B2 PR 52 3 T A s v s R
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Conclusions

TeCOMEXNAton appeans (o be common Intmiypic
was not tested but f would be assumn ved 10 be al
Iuﬂammm;n

- mmm:mmmu rican ke J
have spread ldepmurnu-c Ec\---'.u West Alrica {and
wg&mﬁgma ‘ma s:nor‘.gls‘weau MJ«T) ]
hext reports are in Enitrea (1928)
Cameroon (2000} ~i

- in trade (and poiitics - e Arab Spring’ - 2010 on) may
have led to the increased spread of disease.

*  New roads crossing the Sahars desert moy have increased
mavemenis of animails and their products

» This and other studics have shown that FMD Pool & (East Africa) e
viruses can be subdivided into two sub-pools, North and South. |08

N~ E G BRI BN PR SRS AL DTS N Ry )& e e B gh e hits B B
PR > HETHE S R0 Sk

[

i
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13
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5. ZREE TORY L B im 220 7 7 T9R22 (Molecular epidemiology of FMD
virus serotype O in Thailand during 2017-2019 ) : Ungavanijban Sahawatchara
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1. 2EREEZ 2B RS (Global vaccine security and FMD; progress and
directions since the EUFMD open session 2018 ) : Sumption KeithZZ < & E
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( pre-qualification system ) - [FJHF &+ ST FE i AV AR 2 ~ SR8 BLRAY
BT EREH

2. BERCOIRFEIEFITRES #EE (Progress of the global FMD control strategy )
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south American vaccine strains O1 Campos, A24 and A2001 against southeast
Asian viruses of currently circulating topotypes ) : Malirat VivianaZZ -~ g
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SRS 38 oA R S B PR PR B B 1R 1117 TP 3 B R e L 2R
TTORYELARYET S NEEIRAY TP AIRE ) - MG DASE e B e B A s i R
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O EE S22 (FMD vaccine platform: formulation for safe and
DIV A-compatible FMD vaccines with improved potency ) : Hardham JohnZ=Z <
{E RSN TR £ AEFMDVIESSTREE A AN > 413DE3BEREHR IR EE R
AR RMERGEE Y - Al R L e EEFREDIVAR IR - HATHsE
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- AEFEMN re B B L e B v AR EE B AE ST (Re-establishment of FMD
vaccine production capacity in south Africa: immunogenicity studies of
vaccine’s antigens in guinea pigs and cattle ) : Peta FaithZ2 Ret B THYIEN
FAEHIE B - BLESATL ~ 2~ 3> PREEH SRR RES (Y T - (RIREK
2RSSR T e B 0. SmLEA R F B Pi R E3.0ug (SAT2FHR S
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. B MEINR A A R S S FERTSE ( Baculovirus-induced fast-acting innate
immunity as an antiviral strategy against FMD virus ) : Molina Guido Nicolas
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1. {5 FH 05 52 7 A 86 R 1 B e 2 v 55 5 Y S B ( Serological assays used to
measure vaccine-induced responses against foot-and-mouth disease virus )
Capozzo Alejandra Victoriazit B E LHY &I SRR &S Gl E Biga B o 84
Y T B o 02 (S8 R e 57 T e HY Ra 1 2 R H v AR T
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[&l/\ ~ A2481 O1/Camposf BEPRIIR FrF-F2=H] -
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EpIN

r=047
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A[EHUFELPBEE VNTHYAHRER 4 -

. ELISARg A Z I8 BRI FEER HIEE 2 BT 5% (Understanding serotypic

cross reactivity of antibody ELISAs and the impact on interpretation) : Ludi
AnnaZZrR g (i I DTAGELISAMET T 5 B2 a2 iRy - Wi /R =5 [ A [ LA A Al Y
KX E - AL RT3 p b sl R B 2 S B I e 2 B B =

(Pirbright ) 17 2 LPBEEASPCERGAITT A% » #5880 RETA 1096 LLBIHYIT
AR B S ARV FMD VA 2 SUSE - S0 AR 2 & s 50%
DRI - 25 S0k i 7R i 35 P AT e 1 T B (R 2

. &rtaTurco Cecilia~ Opperman Pamela 3%7% DLEJ& RSl Lm0 hE R

& 22 R0 &6 7 B 48 ( Viral particles prepared by size exclusion
chromatography can be used as coating material for serological assays) -~ Zf#
IiReZeiE 2 W ASEE (Construction of a recombinant antibody phage display
library derived from the immune repertoire of FMDV-Sat infected
buffalo .potential new diagnostic reagents? ) % EH R » OIESE i E e & {EH
O EE DU AG A AR J5 7 - ORI G B8 5 VA AT LPBE YR it P8 B it
B B LY DR S DA B e st AU el - ] ST
FAsAEREL - TR (A ~ PRERAYHTAG AT - P L oAk (size
exclusion chromatography ) HUf U FEMERS S E & 2E () - TS E M5
FRRERL - TR Bh S DUAG R BEELISAVE - LPBE(E A 2R MUE1F Fetrite Sl
B AREEEHE > BEAFESATILER - 41SATL ~ SAT2 » SAT3E S

KRR - H BRI A A7) o H i e e Bk ER B Y EE S LA - 7R iphage
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FERTEE T 77 RIS SAT L EASAT3 B R SR MEHURSHY /1 B (RIEUSR MDA R
5 LM BB R S 45 6 SAT specific single chain variable fragments

(scFvs) » FI o Mrés RBURATIUTRS = B T SOEER TR MR AT Ay B
BRRF M -

4. A FHIRMTECE MUE 2 A X OReERREEME (correlation) - f5il40 B AifH
M FMbiAesEE (VNT) KLPBERR T Fr MEE Ryatod - ES B RaikE
FGEEAY (1gG subtype ) JHUASHRAIME (avidity ) R » HTEE] - FEE] -
BN ~ IR R TR S B = PG A TR TS (R B S TR i O T
% (validation ) 3i7=0K 5 e S5 B = i) -

h Bt R e

1. FEH RS RIS EAR M E L FF % (Towards improved foot-and-mouth
disease vaccines by dissecting immune responses using systems immunology
approaches ) : Summerfield ArturE A {5 FHI #8251 S AX AR L Al 3 A5
AR EFE IR Y RIS - FREIIH S 12 24/ Mg » BT A] 5 [#E
TR IR E » HalE(ERAERE ~ SCIRAHRE - feizedife - TEERTEIBAH
B o 540 FE—ERERZ HIRemEIYI 0 HPUS AR EEAR S AR S EAR
FEEEREARE - fE R A S R B AR A S RS B op S BR AR 1
EER TEIBAHALE A R s S MBS 2 BIEAERE - EEai R - FAEE ML
B AZ AIHRI A AL DR B S e ] 1 (e e (e BRI R B S AR i 2

btss -
2. 1% 4 B/ B8 B BB R T R 9% 1468 B 758 55 35 FH L % B Y R R K JE
( Comparison of the adaptive immune responses induced by FMD vaccines
formulated with 146s and 75s particles in mice and cattle ) : Miraglia Maria Cruz
st IS B SR R B T O EE A T2 - BUA R SR B e e AR
I 5 e 8 B R AR A AT AR AR P BB » HGfIEE 2 AR FE A - AT
LB g B i o s e 2 2V E (B UR > BIREDUR ARSI E i
HABEARGEM » 8 SAHFT TR OB i SR al & 7 %1468 ~ 75SEL
12SFEAER/NRERERL (&) - by H 2 b T §ii& A24/Cruzeiro
TR BFIRAY 7SS B 146S 55 B ML AT LAY H B e B i 1/ N Bl 5 BV
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FER T WiaTAh EAAR I o S FE B RS T M e P R = A/ INERa Bl > /N B
7y R340 (4HSE ) - oo hlfeyE146S (0.3pg) ~ 758 (0.3ug) BURGERE -
FIEH26K 0 L1 x 10° pfu/200pLiE] TRERESF 50 5E - HAEREEUR - 1gGlH
B8 [EAE 146SBLT5 ST F I A 722 52  fEfef& (% (DPV) 14 ~ 21 ~ 27K
YEE R (DPL) 3EATX » IgG2ABAS JI (BRIt 85 B 146S B = A 758 - 4
EaERRILIS(E B /N TR [&457 Ry 146SELT5SH4H - 58 S e 3pg 1B
PR > R TOR LA bt B TS FALPBE#EITH A A ERT -
146S4HTE 5 1% 28 B TORIGHE S I HTAS (8 » FHVNTE TR HIER: -
TSSUHAE B % A T 1B RS - (H146SAH T it R A B RS © TEDLAS
Isotype sl lgdd B > 146S4H A5 34 1gM ~ 1gG1 ~ IgG25 RS » 75S A%
IgMEIgGIHiAS » (H 3857535 1eGH1AS - HIgGIHRS /I E T 146SH(K - 4
EYURERE > 5 Ry 146SAHELT5SAHMFEDTR - P £510 ngd3ugii
4H - JL44H > GEIEUR 0 146S 10pgsH A i =V LPBEBIVNTHIAS {8 - 146S
AHPTEA S YIFN-r & R 75S4H 5 » 146S-3ugéH Frah 45 Y LPBEELVNTH G
:75S-3ughl s « &fiam 0 ISR S8 BUETE th & # 4R 1468 ~ 75SEL12SHT
BRI EGE T - H P DL146SE 3 RE T T AR AV B R AT B - RIER %
SEN TP RIPASEIFN-y& ; 540 > REblR SR E8E IR T~
— e R EREGUR AR ENREE

S e g F LT EAL

¥ T4 EE T e
i ik e
& N
F v
15 Pl )
r ! o r-'.
2 1 ! e,
o Y T o
I B / h . S =
= = ""\-\.\_L 1". ’ L .-;!
[LE! e B -\._\__"q\._ . - - &
e —me R R R
-\-—__1"-1.—-!'
-y ———
YT 8 v B S SR e T ) T O
Frertion

» DI s R S 7 £ 1468 ~ 758811255537 -

T A B SO A M R O R Y B . ( The pathogenesis of
simultaneous and serial FMDV coinfections in cattle ) : Stenfeldt CarolinaziiHA i
s T R S A E R B R B R MDA R By I e 5% W E e
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VIR T EI - sl AT (A2455tr ) 80T (O1 Manisafii 55
) L om s T RS - B —esliRd B4 EE R RERA248101
Manisa i # % > FRRCEE1R 1 2 10 KAy /K BRI  HY 35l fg t A24 5201
Manisafi {5 > {H7/KERAHTA248101 ManisalJ &IPSR [E > 4E4-8
fr15E H i O1 Manisa - 158 g A24 > 255 G s H A24E201 Manisa iy fé
e B —BHA24 8% > 5—FH01 Manisafit? » BURIIERFEfE
AR E AR T - S HtEER - 4B IR A24 IR - 21 R R
O1 Manisafpj gt @ BRI A241L 575 & 22 R B A9 58 H AR IR o] At
A24 > {HO1 Manisaly %1% AR EE RGN BLSHE - DS AR TFMDV >
FrEBHERO1 Manisal{is5 & 14-49 K HfE - EIAMER S - HA 1 &k
A24 > AT TTREHOL Manisa « &850 + 22F BRI AT (A2475%
F) BLO%! (O1 Manisafidith) LIRSS » REGR &1 F 10K T IR
LB B L R » (AR RIRATE (A24FEHE) 1421 K FTRIROMY
(O1 Manisafi gtk ) All » B G REREIN B ORI e A i H
B o (BREEERIE AT e e tHORI LI g - B/ DRIHVARLRH
B BEREN  EAWERERE—HERITE > & DR ERRKERE
REH BT -

4. R s SAT-1 180 (1= 4 555 Es ( Experimental infection of goats with
FMDYV SAT-1 serotype: their role in disease transmission) : P. Mutowembwa
fatH R R R B2 SAT-141% - fEiERe Ry i Al(mild) > BRPRAE R ELES
IR~ IR R ES R E B M - B r AR LI % - RY
TR SRS 2R R S - FEFE IR - LSRR TR EE e i 5 (S )
A O ERRENT B -

N REE
1. CVg P 9 5 225 A ) 21 9 i 2 50 B 2 ORI 5 2 i 8 g At (FMDV
undermines the host antiviral response by cleavage of key innate immune
sensors. Lessons learned from the FOE ) : Saiz MararitaZe ~ 18 F 4HHEAY
retinoic acid inducible gene-I like receptors7iE[lubiquitous cytosolic RNA
helicase BAMFEE I BERNAR B R - AlEAad & — M & — R0
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B URTEA o iR URFMDVIYLprof HE 7] PJF]76 EHYRNA helicaseS:
ZlEENE  HEPHERBUREIEM ME - BURFMDVAYLpro&E HE B
A RETUE ERIE RS

- Ol sl SR HYREZE S g F 0 N R 2 (Single point mutation of
FMD virus L affects deisgylation and modulates the host innate immune
response ) : Medina Gisselle N /R TEZ 0] 5h 25 L NFRIA > B8-S ubiquitin-like
EHEFEISGIS A4S & S EEHE (T AISGlyationfEFH ) » 2B IE
HIZ6 NS (IR - FMDV LYY & AT EISGISHE B » L fifze
BT AVIFISGLS - HAUFIGR R G I 5r8 EAYISGlyation » JE—
Tl s R S MERVEE 'S > S PR L 288y s ] D) E L EE 0 B H
TR e - SOEE NIRRT Re 18 S R A8 B AVISG 1S m] [ B8 IR 4R
FMDV £ » BURISG15 ] g B A AR el E Rl e (e B /E ) -

. /NEZFERNABLE B/ N FRNA CIEHEHIHUR TR (Antiviral efficacy of
short hairpin RNAs and artificial MircoRNAs targeting FMDV 3D ) : Curra
AnabellaZri/NrFRNA (sRNAs ) A F2E8E H B #EEE » S0 dm g B b1
EE(ER o B HTFMDV3D 7y T BCTRHIEES - HEmdH B A/ TRNA
{EFBYEIA0F51290 ~ 444811055 - 3B EARREEEILR, fir(FBHK-2 1 4Rk
Z VN TRNA - I7NEZFRRNA (shRNA) 255N FRNA (amiR )
TRl R RS T - S PR sRNASTER BRG] (424N ) P Al HT I B Ak 22
FMDV#&E# -

. R R s 2E5E (Identification of RNA packaging signals in the genome
of FMDV) : T. TuthillzZEHAI|Fdeep sequencingfL#FMDV4H2EEL T RNA
IR PTREIE S AH AR NRY IR IR 2R - MPPS IR EHR B £ R It R B
H "] g iE AR F EAVAL SRS R - (RN s 2R - 18k S8R » genomic
RNAHJPK region "] fE G A AL EAEE -

. R L AR GERERTZE (RNA secondary structure variation of CRE of
FMDV is associated with host infection sensitivity ) : J. Cheongzit BH 1 & "
BHAZIE ARG B RN AL E R BR > (B BB RIAERE - 1 pheaitrs £ A 7-Bd
[ % 95 5 HY CRE S B.F I/ RF - H i PCBP2 m] H 3 8L 1 iy 5 3 CRE

RNA&ES - AIFECRE RNABIPCBP2EE (52 A 1 FH AT i H Ry [Esr i LA
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6. FFERYIRGE T B B DUR EZ T (Genetic basis of the antigenic
variation of the FMD virus during persistent infection in naturally infected cattle
and Asian buffalo) : J. Biswalsit 1 L OB 2 a1 —(#Hr B DR AL
VP3-131 > HE G EGEE (hot-spot) ERY IR BRI K H (capsid
protein) _[ > FEFEHN Viral fitness B[R S BB ERIR G ST -

t - BEATR ISR LRGSR T EE L RE R R B R A R
( Genetic and antigenic diversity of foot-and-mouth disease virus in Taiwan )

1. 519972 /8)R 35O/ I DA% 2201 24 HAR » A EER S M B ]
ZEE o By T IR SR IR SRR R AR - AN BT St
O/TWN/1998~O/TWN/2009E10/TWN/201 25K s ik HET T 2 EE R 2 i - /e VP
SRR 73 T RfIRE o B2 2R - O/TWN Bk AT & 70 Ay R nof - ooy SURG{L
220094 » TO/TWN/1998 VP1ELREHLO/TWN/2009F10/TWN/2012H9AH {14
S RIET90.8 966189 9% -

2. EEH PGS X E A BRI - PUREO/ TWN/1998 & i S (2 2

HEHHIO/TWN/2009E10/TWN/2012 7 BE /)8 %> Hrl ety AilER
0.5280.37 » iB45RBURO/TWNR SRl I [ L 2E B AT P B DR
A -
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B WeER

— R EENPE 42 (onehealth) KB RIREERRHVET; » EERKIERE
2 BB PR A S MR SR BUE ) - Rl R IR g A B 28
BT B I 5% e SFUBk L P 13 -

= BEE R SR HBHE o i RS B s eI St H R > Ry T
H i B Y 5 B SR Eh(E R B (R B 1S - B A2 ~ MUF - %0
BRI E A VB S [ - R BRI a2 i 7 A0 T - DU B AIs 50
BLMITHE -

=~ GFRAHYH VA AR T ST 5 B B AR Eh) L i s o B 52 P T e
ZERE > RN ESRI S ~ FIARE ~ BEIE ~ BN ~ 2B - ZEEEA
AW TSI RSB S (E - (IEGFRARB MBI SRR - DB TEEIE
LA - #ELARF ST OB 2 Bl R LRSS - th B B ekl - b
Rt A SR R BN ARG b TS B R A8y T -

VO~ Rl fE s F T B B 25 B i % 2 ELISARROHIEA B 4H P s 4= 58 R FERT
o MEGE DL 2R e EREEE AR ZFMDV > LA
FIAEFT IR TP AR - feTt22EmE
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