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How do we assess mlcrobtomes7

Sample collection

Community Community RNA, protein,
DNA extraction metabolite extraction

PCR amplify
(165-185 rRNA, ITS)

Amplicon Metagenome Meta- Metaproteome Metabolome
sequencing sequencing transcriptome analysis analysis
sequencing

Species (taxa)
number, abundance,

composition Community function Community activity
“What can they do?” “What are they doing?”
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