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Identification and molecular characterization of Cucumber mosaic virus isolated from
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Wu, P. Y., Chen, Y. C., and Wang, H. L.*2016. Identification and molecular characterization of
Cucumber mosaic virus 1solated from Pelargonium horforum in Taiwan.

(Graduate Institute of Department of Biotechnology, National Kaohsiung Normal University,
Kaohsiung, 802, Taiwan, *Corresponding author, E-mail: hlwang @nknucc.nknu.edu.tw. Fax:
+886-7-6051357)

Geranium (Pelargonium hortorum), a popular bed and potting plant, is a perennial
ornamental of the family Geraniaceae oringinated from southern Africa. Geranium plants
with chlorotic spots on leaves, which is a typical symptom of viral infection, were collected
at Tianwei, Changhua in 2010. A virus, with a diameter of about 28 nm, was isolated via
three successive single lesion isolations on Chenopodium quinoa and was designated as GE
1-3.The preparations of purified GE 1-3 positively reacted with antiserum against Cucumber
mosaic virus (CMV) in indirect enzyme-linked immunosorbent assay (indirect ELISA)
indicating GE-13 is a CMYV isolate. The relative molecular weight of the virus coat protein
(CP) was estimated to be about 26.9 kDa by SDS-PAGE and the CP can be detected by the
CMV antiserum in western blots. The nucleotide sequences of full-length genome of GE 1-3
have been determined. The genomic RNAs 1, 2 and 3 consist of 3361, 3047, 2221
nucleotides, respectively. Comparison of sequence identities based on the nucleotide and
deduced amino acid sequences of individual genes among GE 1-3 and that of other
documented CMV isolates indicating that the GE 1-3, the virus causing chlorotic spots on
geranium leaves, is a CMV isolate of subgroup IB. The results of this study indicate that, this
is the very first report of a subgroup IB CMV infects geranium plants.
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