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AH FF P, T{T%Fﬁﬁ Y™ : In the 50 years since RNA was identified as a central
component in the flow of genetic information, it has become increasingly clear that
RNA 1s more than a mere messenger and performs many diverse and interesting
functions. RNAs are known to play central roles across numerous biological
processes required for cell viability and function. Moreover, prokaryotic and
eukaryotic genomes are pervasively transcribed to generated many additional RNAs
with unknown functions, raising the question: What else does RNA do? 4’5}9‘ T
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This symposium will explore the diverse, dynamic and multifaceted roles of RNA
across a spectrum of cellular processes. Yet, framed in interdisciplinary discussion of
the roles of non-coding RNAs with the aim of enhancing our understanding of gene
regulation and function. Topics will include recent discoveries in the fields of
prokaryotic and eukaryotic long and short non-coding RNAs. Collectively aiming to
further understand the non-coding RNA transcriptional and regulatory landscape. % - *
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TR, RV RL: The long non-coding RNA Pauper regulates the
expression of both local and distal neuronal genes, & #: Keith Vance. iﬁ%iﬁ%ﬁl
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Light plays a pivotal role in regulation of many plant developmental events. In
addition to the local light signal, it has long been known that light may systemically
regulate many developmental processes. However, what is the molecular nature of
systemic light signals, and how diverse the systemic light signals participated remains
to be elucidated. To explore the complexity of systemic light signaling, we developed
a system to separate the light conditions between inflorescence and rosette leaves by
covering Arabidopsis inflorescence with aluminum foil. The expression profiling
analyses revealed that light receiving in rosette leaves is sufficient to modulate gene
expression in apex, which supports that the leaf-born systemic light signals may
traffic to apex for gene orchestration. Further irradiation of rosette leaves with
different quality of light showed that blue or far-red light may systemically trigger
specific light-responses. Taken together, we proposed that at least two parallel

systemic light signals may contribute to the long-distance light signals.
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