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AuthorFirst SessionNu q . =
N Day SessionTitle SessionType PresentationTitle
Jean-Pieme | 2-Apr ED11  |Epigenetic Regulation and Cancer FEducational Session The cancer epigenome
. ntersection between TCGA and the Ovarian Cancer Associati
Ellen 2-Apr MWI11 |Harvesting the Yield from the TCGA Methods Workshop The _]][L.I’\A_,\_,\]E?'l b“. cen T{' UA and the Ovarian Cancer Association
onsortium: Germline variation
C t C 1 t
Preethi 2-Apr MWI11 |Harvesting the Yield from the TCGA Methods Workshop A genome-wide search for tumor suppressor rmicroRNAs for ovarian
Sanford 2-Apr FEDI11 Fpigenetic Regulation and Cancer Fducational Session DNA methylation markers for carly cancer detection
Douglas 2-Apr MW11 [Harvesting the Yield from the TCGA Methods Workshop (Genomic associations with surgical outcome
Nikolaus 2-Apr MW11  |llarvesting the Yield from the TCGA Methods Workshop Diata acce d analytical opportunities
microRNAs: Major Players in Cancer Initiation, Reart . T T . ;
oanne -Apr D1 e “ucational Session miRNA binding distuption and cancer risk and developrent
Al 2-A] FD14 |, Kr} E 1l S RNA binding d d k and devel
Progression, and Disseminaiion
. microRNAs: Major Players in Caacer Initiaion, . . R - o
Joel 2-Apr EDI14 P "D. inat Educational Session Altered visibility of microRNA targets in human cancer
rogression, and Dissemination
Arul 2-Ap EDI3 Urderstanding the Tumor Genome through Next- Educational Session Advancing next generaticn sequencing approaches for personalized
- Generalion Seguencing i vncolug
. Nen-coding RNAs Beyond MicreRNAs: New - . . . . ) .
Mitchell 2-Apr ED15 Ricing St ; 1 the Genamic Gal Fiducational Session Large intergenic non-coding RNAs: Discovery, lunction, and mechanism
sing Stars in the Genomic Galaxy
. o |Urnderstanding the Tumor Genome trough Next- . . . . L .
Elaine 2-Apr EDI3 Generation q;‘uu‘ g = cational Session The uses of next-generation sequencing in understanding cancer
Jenerall Seguencing
Ahmad 2-Apr EDIS I\.U].]'\JOJHW RNAs E?L and MicrdRNAs: New Fducational Session
Rising Stars ‘n the Genomic Galaxy
Integrating Clinical anc Experimental Data into inical i J el moddling 1 dii et
. . o ; - . 3 . . clinical imaging and mathematical modeling 10 diive patient-
Kristin 2-Apr MWO06  |Mathematical Models to Understand and Exploit  |Methods Workshop - Ld' LT d - = P
edicfions < v .
Mechanisms of Cancer Growth PrediClons Of lmor dynamics
e o 1o |Urderstanding the Tumor Genome through Next- |, . . . e
Iviaiinew L=Ap St i) a tion S . CAUCANOndl HCSSI00 EADCIImCnial aid analyiical approacnes 101 Canccr ZCnome SCquciicing
Generation Sequencing
Phil 2. EDI3 Urderstandirg the Tumor Genome through Next- E tional Sessi Novel insights into cancer development and progression revealed by
hilip -Apr D13 . . “ducational Session . L
seneration Seguencing whole genome structural variation characterisation
G | S k tructural l ! [
. Nen-coding RNAs Beyond MicreRNAs: New . . . . . .
Ramana 2-Apr ED15 Rising Stars i the Cenomic Gal FEducational Session Bioinformatics methods for nextGen small RNA sequencing
sing Stars in the Genomic Gals
Opening Plenary Session: The Future of Cancer . . .
Harold 3-Apr Lol P s . Plenary Session New Dircetions in Cancer Rescarch
Research: Challenges and Opportunities
Opening Plenary Session: The Future of Cancer . . . . .
T.ynda 3-Apr PILOT RL ';_ ¢ “' 40 anit - Plenary Session Translating carcer genomics: From discovery to medicine
esearch: Challenges and Opportunities
R ¢ 8 : The Fut , A .
Waun 3-Apr PLO1 R b Chall 4 Opportanit Flenary Session I'he andscape of cancer prevention; Personalized approach in lung cancer
cscarch: Challenges and Opportunitics
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Fuilioi: Day eiston SessionTitle SessionType PresentationTitle
Name mber
Openine Plenary Session: The Future of Cancer An investigator-initiated, phase II randomized, double-blind, placebo-
Ervin 3-Apr PLO1 peaing Y ) . Plenary Session controlled trial of GDC-0449 for prevention of BCCs in basal cell nevus
Research: Challenges and Opportunities )
syndrome (BCNYS) patients
William 3-Apr PLO1 Opening Plenary Session: The Futur.e‘of Cancer Plenary Session Effective translation of cancer discoveries to cancer treatment
Research: Challenges and Opportunities
Opening Plenary Session: The Future of Cancer . The heritable component of cancer: Insights from genome-wide
Stephen 3-Apr PLO1 .. Plenary Session . .
Research: Challenges and Opportunities association studies and beyond
The Cancer Genome Atlas (TCGA) ??A Rapidly
Carl 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session Part 2: Data Analysis and Dissemination - Summary/Q&#38;A
of Data Dissemination
The Cancer Genome Atlas (TCGA) ??A Rapidly
Bradley 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session Part 1: Strategy and Goals of TCGA - TCGA 2011-A status report
of Data Dissemination
. 2 i
. The Capcm Genome'Atlas (TCGA) 1A Rap@ly ) Part 2: Data Analysis and Dissemination - Case Studies in Data Access,
Jing 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session : L
i L Data Integration and Data Visualization - UCSC Genome Browser
of Data Dissemination
The Cancer Genome Atlas (TCGA) ??A Rapidly e ) ) oL
Greg 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session Part 2: Datg Analysis and Dissemination - TCGA data portal and genome
i L data analysis centers
of Data Dissemination
The Cancer Genome Atlas (TCGA) ??A Rapidly o
Kenna 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session Part I Strateg y and Goals of TCGA - The challenge of tumor accrual and
. L cancer selection
of Data Dissemination
The Cancer Genome Atlas (TCGA) ??A Rapidly o
Paul 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session Part I: Strategy and Goalg of .TCGA - The effect of technology
i L development on TCGA direction
of Data Dissemination
. 2 i
. The Capcm Genome'Atlas (TCGA) 1A Rap@ly . Part 2: Data Analysis and Dissemination - Case Studies in Data Access,
Nikolaus 3-Apr NIHO3 |Expanding Community Resource: Status, Review |NCI/NIH-Sponsored Session : L i
‘ L Data Integration and Data Visualization - ¢cBIO Cancer Genomics Portal
of Data Dissemination
Maria 3-Apr [MS.TB02.01{Stem Cells in Cancer Biology and Therapy 1 Minisymposium Epigenetic-microRNA networks in colon cancer stem cells
Integrative and Systems Genomics Approaches for . o .
Todd 4-Apr PLO2 the Elucidation of Tumor Initiation and Plenary Session New insights into the cancer genome
And AA PLO2 Integrative and Systems Genomics Approaches for Pl Sessi A svst biol h to inteerati .
ndrea -Apr the Elucidation of Tumor Initiation and enary Session systems biology approach to integrative cancer genomics
) Integrative and Systems Genomics Approaches for . Navigating the interface of tumor biology and therapeutic development
Levi 4-Apr PLO2 Plenary Session

the Elucidation of Tumor Initiation and

through integrative genomics




AuthorFirst SessionNu . : .
Day SessionTitle SessionType PresentationTitle
Name mber
Integrative and Systems Genomics Approaches for . .
James 4-Apr PLO2 the éluci dation o?f/ Tumor Initiation arlljcrl) Plenary Session The molecular pathology of acute leukemia
The Bayard D. Clarkson Symposium on Stem . . . e
Jane 4-Apr SY17 Y Yip ... |Major Symposium Getting abreast of the mammary epithelial hierarchy and breast cancer
Cells and Cancer: Stem Cells and Tumor Plasticity
. Genomic-based Stratification of Ovarian New Concepts in Organ Site . . .
David 4-Apr NCO07 . D . £ Ovarian cancer subtypes at base pair resolution
Carcinoma: Gene, Mouse, Marker, Therapy Research Session
Scott 4-Apr SY38  |Stem Cells and Epigenetic Regulation in Pediatric [Major Symposium Epigenetic control of leukemia stem cell self-renewal
Genomic-based Stratification of Ovarian New Concepts in Organ Site Multifaceted approach to the identification and development of predictive
James 4-Apr NCO07 . ) i
Carcinoma: Gene, Mouse, Marker, Therapy Research Session biomarkers
Marcos 4-Apr | MS.CB06.0 [Epigenetic Mechanisms and Markers of Disease  |Minisymposium SINE retrotransposons cause epigenetic reprogramming of adjacent gene
. . . . . . . An onco-protein axis linking polycomb repressive complex 2 and
Q1 4-Apr [MS.CBO06.01|Epigenetic Mechanisms and Markers of Disease  |Minisymposium D . £ Doty p : D
polycomb repressive complex 1 through miRNAS in cancer
. ) . . . <b>Establishment of a positive feedback between PGE<sub>2</sub> and
Late-Breaking Abstracts: Tumor Biology and Minisymposium: Late-Breakin . . S . .
Natasa 4-Apr | MS.LBO2 i £ £y ymp £ COX2 diverts DC differentiation into MDSCs and sustains their
Genetics Research . ) L .
immunosuppressive functions in ovarian cancer</b>
Jeffrey 5-Apr PLO3  [Advances in Tumor Cell Heterogeneity Plenary Session Macrophage diversity promotes tumor progression and metastasis
Robert 5-Apr PLO3  [Advances in Tumor Cell Heterogeneity Plenary Session Effects of the microenvironment on tumor progression
Joan 5-Apr PLO3  [Advances in Tumor Cell Heterogeneity Plenary Session Microenvironment survival signals for disseminated cancer cells
Kornelia 5-Apr PLO3  [Advances in Tumor Cell Heterogeneity Plenary Session The clinical significance of intratumor diversity in breast cancer
NCI?  Early Detection Research Network: . L .
Karen 5-Apr NIH11 Charting the Blguture of Biomarker Rescarch in NCI/NIH-Sponsored Session Progress in biomarker development for breast and gynecologic cancers
) ' ) ) Sequencing tumor epigenomes: New insights into deregulated promoters,
Joseph 5-Apr SY09 |DNA Methylation Profiles of Human Cancer Major Symposium 4 . £ Dig £ £ D
gene bodies, and transposons
Joseph 5-Apr SY09  [DNA Methylation Profiles of Human Cancer Major Symposium DNA methylation dynamics in the human epigenome
Anjana 5-Apr SY09  [DNA Methylation Profiles of Human Cancer Major Symposium TET enzymes and 5-hydroxymethylcytosine
The Ruth Sager Memorial Symposium on Cancer . ) L
L . . . . ) . . Functional roles of Tet proteins and hydroxymethylation in stem cells and
Kristian 5-Apr SY10  |Genetics and Epigenetics: Cancer Epigenetics and |Major Symposium cancer D Y Y Vil
Epigenetic Therapies
: MS.CLO1.0 [Novel Predictive and Prognostic Biomarkers in the |, .. . . Identification of a CpG-island methylator phenotype (CIMP) in a
Hendrik 5-Apr . Minisymposium ) i . i
1 Clinic subgroup of pilocytic astrocytoma with favorable prognosis
Elaine 5-Apr SY44  [TCGA: Discovery and Innovation in Cancer Major Symposium NGS enables transformative inquiry into complexity of cancer
Joshua 5-Apr SY44  [TCGA: Discovery and Innovation in Cancer Major Symposium Pathway analysis integrates multi-dimensional genomic data
Gad 5-Apr SY44  [TCGA: Discovery and Innovation in Cancer Major Symposium Cross-tumor genomics reveal new cancer biological insights




Raju 5-Apr SY44  [TCGA: Discovery and Innovation in Cancer Major Symposium New insights into somatic genomics and epigenomics of CRC

Digging Beneath the Surface of Genome Scans: ) . . .
Hakon 6-Apr SY02 Gene- and Pathway-based Analysis of GWAS Major Symposium Pathway based analysis of large-scale cancer genomics datasets

Digging B he Surf f : . . - - i i Wi
Stuart 6-Apr Y02 1gging Beneath the Surface of Genome Scans Major Symposium Gene-based and pathway-based analysis applied to cancer genome-wide

Gene- and Pathway-based Analysis of GWAS

association studies




