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摘要
    沙烏地阿拉伯國（下稱沙國）納伊夫安全大學（下稱納大）與本局多年來學術交流頻繁，包括本局遴派多位教官前往教學及其派員來局研習等交流方式，此次沙國納大舉辦「2007年鑑識暨法醫科學國際會議」更力邀本局派員參加，納大是中東地區阿拉伯世界鑑識暨法醫科學首屈一指的訓練機構且對於本局的鑑識科技水準十分肯定與推崇，藉由此次與會時機，一來發表本局有關於鑑識科學方面的論文，進行國際交流並展示國內鑑識科學水準，二來透過研討會議的參加能夠強化我與沙國的學術交流，以學術交流方式鞏固雙方外交情誼。
    此行參加沙國「2007年鑑識暨法醫科學國際會議」計有下列六篇本局研究論文發表：口頭報告論文：1.柳煌：The new strategy of solving drug problem in Taiwan.（解決台灣藥物濫用問題的新策略）。2.陳受湛：The Study of Computer Forensics Standard Operation Procedure in Taiwan(本局電腦鑑識之標準作業程序之研究)；壁報論文：1.李天濬：The Quantitation of Methamphetamine in Urines by Nuclear Magnetic Resonance.（核磁共振儀應用於尿液中甲基安非他命定量之研究）。2.吳國權：Detection and identification of trace evidence by DNA analysis.（微量跡證之DNA鑑定的偵測與辨識）。3.陳孟宜：Case Report of Seven X STR loci applied to Forensic Kinship Testing. （X染色體STR基因座應用於血緣鑑定之案例報告）。4.錢世傑：An overview: Anti-Cybercrime Efforts in Taiwan. (臺灣防制電腦犯罪現況)。

    此次國際會議參加人員約貳百餘人，雖包含美、英、法及世界各國刑事鑑識專家與會，惟基本上仍以中東地區鑑識專家為主。沙國第一次舉辦國際鑑識會議特別邀請國際鑑識專家李昌鈺博士與會，擔任大會貴賓及致詞，李博士以實際案例方式呈現其專業之研究成果。本局柳研究委員煌亦獲邀擔任研討會第五場次的會議主席，此舉展現出沙方對於柳研究委員煌及本局鑑識科學能力的肯定與推崇。會議論文內容包含犯罪現場勘察、死因鑑定之實例研討及鑑定統計、家庭暴力與受虐事件調查、有關防範恐怖份子攻擊之安全調查、及爆裂物的偵測與鑑定、電腦犯罪及數位證據調查、指紋分析鑑識、DNA之親子鑑定及腐敗檢體之鑑定等等。我方與會人員所發表的論文，內容與技術皆屬一時之選，讓國際鑑識科學界對我國鑑識科學的水準有更深一層認識。
    此次會議期間拜訪我國駐沙代表處，楊代表勝宗表示，因李博士及本局與會人員（係本次會議除中東國家之外，人數最多的團體）之到訪，讓代表處能與沙方多所溝通，藉此拓展實質外交關係，甚獲代表處之好評。因此楊代表積極建議本局，應於明（97）年再次舉辦國際會議，邀請中東地區各國鑑識人才來台與會，以突破中共外交之打壓，至於預算的問題，因為所花的經費較諸其他的外交經費來說並不多，但得到的效果卻十分驚人，仍應勉力為之，為我國外交盡一份心力。故若預算來不及於明年編列，建議於後年能再舉辦國際會議，藉由鑑識經驗之交流，除能提升本局鑑驗之水準及地位，更能為我國拓展實質外交關係。

        本局第六處在本局組織法通過之後，正式更名為「鑑識科學處」，研發工作更是我們責無旁貸的使命，研究工作的良窳關乎實驗室的命脈，建議大幅擴充人力，鼓勵同仁進修，求取更高的學問，相信對國家、本局及求上進的個人而言，會是三贏的局面。
赴沙烏地阿拉伯參加「2007年鑑識暨法醫科學國際會議」心得報告
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壹、緣起：

一、依據：

沙烏地阿拉伯國（下稱沙國）納伊夫安全大學（下稱納大學）鑑識科學學院院長歐瑪博士於2007年初即力邀本局派員參加沙國首次舉辦之「2007年鑑識暨法醫科學國際會議」，為回應該校專函邀約以及中東地區阿拉伯世界盛情參與本局2005年國際鑑識科學會議，依法務部暨所屬機關(法務部調查局)九十六年度派員出國修正計畫，由柳研究委員煌率第六處王處長先庚、李調查員天濬（化學鑑識）、吳調查員國權（DNA鑑識）、陳調查員孟宜（DNA鑑識）、及資訊室陳調查專員受湛（電腦鑑識）、錢調查員世傑（電腦鑑識）等人赴會。

二、目的：

    沙國首次舉辦之2007年鑑識暨法醫科學國際會議係由沙國納伊夫大學主辦，納大是中東地區阿拉伯世界鑑識暨法醫科學首屈一指的訓練機構，直接隸屬於沙國內政部管轄，沙國納大對於本局的鑑識科技水準十分肯定與推崇，希望能藉此次與會時機，一來發表本局有關於鑑識科學方面的論文來進行國際交流並展示國內鑑識科學水準，二來透過研討會議的參加能夠強化我與沙國的學術交流，以學術方式鞏固雙方外交情誼。
貳、研習過程：
一、行前投稿：

    此行參加沙國2007年鑑識暨法醫科學國際會議計有下列六篇本局研究論文透過e_mail或傳真方式投稿並被接受：口頭報告論文：1.柳煌：The new strategy of solving drug problem in Taiwan.（解決台灣藥物濫用問題的新策略）。2.陳受湛：The Study of Computer Forensics Standard Operation Procedure in Taiwan(本局電腦鑑識之標準作業程序之研究)；壁報論文：1.李天濬：The Quantitation of Methamphetamine in Urines by Nuclear Magnetic Resonance.（核磁共振儀應用於尿液中甲基安非他命定量之研究）。2.吳國權：Detection and identification of trace evidence by DNA analysis.（微量跡證之DNA鑑定的偵測與辨識）。3.陳孟宜：Case Report of Seven X STR loci applied to Forensic Kinship Testing. （X染色體STR基因座應用於血緣鑑定之案例報告）。4.錢世傑：An overview: Anti-Cybercrime Efforts in Taiwan. (臺灣防制電腦犯罪現況)。
二、聯繫與安排：

1.透過電子郵件與沙國納大會議秘書Dr.Abdul Rauf Chaudhary聯繫報名參加「2007年鑑識暨法醫科學國際會議」。

2.透過電子郵件與本局駐利雅德法務秘書李孟勳學長聯繫，預先安排赴沙國期間之參訪行程。
3.簽請海外室協助赴沙國簽證事宜。
三、參加會議及單位訪問過程：

1.2007年11月9日（星期五）23時20分經香港中停巴林轉抵利雅德，法務祕書李孟勳學長與劉前副處長夔和我國駐沙代表處楊秘書、李秘書以及納大接機人員協助我們此行七人入境事宜，入境後搭乘專車抵達納大學員宿舍並登記入住。

2.2007年11月10日（星期六）上午拜會納伊夫安全大學甘姆地校長、副校長及鑑識科學院院長歐瑪博士等行政高層，下午拜會我國駐沙代表處楊代表勝宗先生，並參訪沙國歷史遺跡老王城。   
3.2007年11月11日（星期日）參訪沙國特殊景觀紅沙漠及利雅德市區。

4.2007年11月12日（星期一）出席2007年鑑識暨法醫科學國際會議，含報到、開幕及研討會。
5.2007年11月13日（星期二）出席2007年鑑識暨法醫科學國際會議研討會，柳研究委員煌獲邀擔任第五場研討會之會議主席，會後參訪沙國內政部警察大學。
6.2007年11月14日（星期三）出席2007年鑑識暨法醫科學國際會議研討會，於會議現場張貼壁報論文，並在現場接受參觀者之詢問交流。會後參訪沙國國立博物館及出席閉幕晚餐會。
7.2007年11月15日（星期四）上午0時30分，搭乘班機離沙。
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本局與會人員出席研討會開幕式留影
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國際鑑識專家李昌鈺博士獲邀擔任大會貴賓及致詞留影
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柳研究委員煌報告論文：The new strategy of solving drug problem in Taiwan.（解決台灣藥物濫用問題的新策略）留影。
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柳研究委員煌獲邀擔任研討會第五場次的會議主席留影
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本局與會人員張貼壁報並與國際鑑識專家研討之情形留影
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本局與會人員（作者：李調查專員天濬）張貼壁報之情形留影
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本局與會人員拜訪納伊夫大學校長留影
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本局與會人員拜訪我國駐沙代表處楊代表勝宗留影
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我國駐沙代表處楊代表宴請李昌鈺博士及本局與會人員留影
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本局與會人員參訪沙國警察大學簡報室留影
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本局與會人員參訪沙國警察大學展覽室留影
[image: image26.wmf]Sample

Type(Loci)

Blood type

X STR DXS10011

21

35

35

37

X STR HPRTB

12

12

12

12

DXS9895

13

16

13

16

DXS8377

33

51

33

55

DXS7132

15

16

15

16

DXS101

24

26

24

24

X STR AR

20

26

20

21

CGI Value

Above 1.28×10

6

Case1: STR Record Sheet

Granddaughtor

Grandmother(Mother of

the girl's father)

A

O


各國與會人士及本局與會人員參訪沙國警察大學留影
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李昌鈺博士與本局與會人員參加會議閉幕晚宴留影
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本局與會人員與沙國納大會議秘書組人員合影
参、心得與建議事項：

一、此次國際會議在沙烏地阿拉伯首都利雅德舉行，場地係納伊夫安全學院平日上課及開會之場所，該地區係沙漠地區，氣候乾燥，對身處亞熱帶且氣候潮濕的我們來說，較無法適應，且食物亦不太能接受。所幸在我國駐沙代表處楊代表勝宗、本處已退休之劉副處長夔及本局駐沙法務秘書李秘書孟勳等各級長官及學長的全力支援及照顧下，使此行不適應的情形降至最低，也非常感謝這些貴人的襄助，使這次訪沙的會議行程能圓滿順利達成。
二、我國與沙國目前並沒有邦交，經濟交流也已經不復以往，從數萬人的農經技術服務團隊，到現在只剩下零星的台商。相較於取代我國外交關係的中國大陸，因擁有採購大量石油原料的需求，與沙國的談判籌碼增加不少。在巴林轉機時看到眾多來自中國大陸的人民，探問之下，才知道是要前往沙國工作的人員，而從台灣來的民眾，則只有我們一行人。連返程搭機過境香港回台灣時，仍然只有我們一行人的目的地是台灣。頓時覺得台灣的外交處境，真的是十分無奈。

三、當地外交人員，包括本局駐沙國的法務秘書，忍受著乾旱氣候，在孤寂的沙漠之地堅守崗位。我們一行人曾與外交人員的眷屬，談及異國生活的辛酸，諸如婦女不能隨意的外出，不能開車，搭車不能隨意地坐在前排座位，無論冬夏外出必須外罩黑袍等的服裝限制，在在都讓這些眷屬們流下很多無奈的汗水與淚水。正逢國際鑑識專家李昌鈺博士參與此次的國際會議，也順道與當地外交人員及眷屬餐敘，或許是感染到當地眷屬們的辛勞，李博士將自己所有隨身的紀念品都留給這些辛苦、樂觀且懷抱未來希望的眷屬們。

四、沙國第一次舉辦國際鑑識會議特別邀請國際鑑識專家李昌鈺博士與會，於會議正式召開之前，經由本局法務秘書李孟勳學長的安排，邀請李博士與本局一行人參訪沙國著名的紅沙漠，只見年過七十的李博士健步如飛，沿途仍笑口常開、談笑風生，更讓人印象深刻者，李博士對於路上的一石一草，都能夠以鑑識的角度深入的觀察分析，也瞭解到鑑識科學不只是刑事科學，更是與民眾息息相關的生活科學。

    炎熱、乾旱的沙漠，嘴唇一下子就乾裂，鼻黏膜變薄導致鼻血直流，惡劣的環境讓人難以忍受。但是，李博士卻甘之如飴，眉頭未見一皺，眼神中透露出鑑識的專業，盯住每一個過往的事物，似乎能從中找出隱藏在物體中的秘密。或許是要成為一位國際級的專家，必須培養出過人的體能，也或許是對於專業的執著，能忘卻身體的磨難。
五、本局代表團以嚴謹的態度，無論是口頭報告(oral)或者是張貼壁報論文(poster)，都提出一些最新的見解，期盼能以最專業的知識，換來其他國際專家的肯定。此次會議國際鑑識專家李昌鈺博士受邀擔任大會貴賓與致詞，聆聽李博士的演講，輕鬆的口吻與實際案例的呈現，透露出其專業的研究結果。
六、此一國際會議參加人員約貳百餘人，雖包含美、英、法及世界各國刑事鑑識專家與會，惟基本上仍以中東地區鑑識專家為主。研討會採同一時段在大會議演講之方式進行，演講人大約有4成是以英語發言，餘則為阿語發言，另透過耳機以即時翻譯之方式，使不同語言領域的與會人員，都能儘快進入狀況。惟翻譯人員或許非其領域，致有部份專業術語無法及時表達，且現場演講音量過大，翻譯的聲音又小，致使此美意打了不少折扣，且因未採多軌式針對不同主題同時在不同講廳進行課程研討的方式，亦浪費不少寶貴的時間。

七、演講課程內容尚稱豐富，包含犯罪現場勘察、死因鑑定之實例及鑑定統計、家庭暴力與受虐事件調查、有關防範恐怖份子攻擊之安全調查、及爆裂物的偵測與鑑定、電腦犯罪及數位證據調查、指紋分析鑑識、DNA之親子鑑定及腐敗檢體之鑑定等等。惟對於化學領域方面較少著墨，且相關發表之論文較為淺顯，對於新知之吸取較為匱乏。但也正因為如此，本局實驗室所發表之論文，對於中東地區之鑑識水準來說，都是相當寶貴，故利用此種會議的方式，可讓該地區對我們鑑識的水準有更深一層認識，以後會更願意在技術上，向我們學習，以提升彼等技術，進而增進彼此關係。
八、沙國第一次舉辦國際級的鑑識會議，經驗上難免不足，例如在機場的接機人員僅有1人，並配屬1部中型巴士，卻要於同一時間接本團及另外的南韓團，使得接機過程中有些顧此失彼；另如李昌鈺博士抵達利雅德國際機場時，亦無禮遇通關，住宿於納伊夫安全學院之宿舍時，也無給予貴賓級之住房；且相關之會議、參觀或夜遊行程，亦無詳實之資料可供參考，有點手忙腳亂的感覺。但期間參觀該國的警官大學，看到儀器設備及人員訓練都十分紮實；又如將該國之博物館淨空，提供此次會議成員參觀，且以警車開道，都留下相當深刻之印象。
九、此次會議期間拜訪我國駐沙代表處，代表處之楊代表對於我國外交處境之艱難，憂心忡忡之情溢於言表，經常苦於沒有管道找到著力點，但因李博士及本局與會人員（係本次會議除中東國家之外，人數最多的團體）之到訪，讓楊代表能拓展實質外交關係，甚獲代表處之好評。因此楊代表積極建議本局，應於明（97）年再次舉辦國際會議，邀請中東地區各國鑑識人才來台與會，以突破中共外交之打壓，至於預算的問題，因為所花的經費較諸其他的外交經費來說並不多，但得到的效果卻十分驚人，仍應勉力為之，為我國外交盡一份心力。故若預算來不及於明年編列，建議於後年能再舉辦國際會議，藉由鑑識經驗之交流，除能提升本局鑑驗之水準及地位，更能為我國拓展實質外交關係。
十、會議期間，大會將該國歷年來國內外參訪、會議及受訓上課等情形，依照時間順序排列，且以圖文（有英語、法語及阿語）並茂之方式編撰成冊，使與會人士能一目了然 ，知道他們學院多方面求進步的狀況，及和各國鑑識或安全單位聯繫的頻繁。建議本局若舉辦國際會議時也能仿照加以編撰，宣揚及突顯本局與國際交流之意願與現狀，並使得看到小冊之外賓，知道其他國家或單位合作之方式，若有意亦可循該等管道，探詢本局教官上課之資訊，或邀請本局與會，長此以往，對本局之鑑識地位亦有提升之效。
十一、第六處在本局組織法通過之後，正式更名為「鑑識科學處」，研發工作更是我們責無旁貸的使命，實驗室的命脈在於從事研究工作的良窳，雖因常規檢驗工作任務上的需要已佔去一大半時間，自然排擠投入研究的時間，但是明（97）年在「政府科技預算」的經費下，將可聘請助理協助研究工作，故可先行規劃實驗的方向，俟渠等助理到位後，即可協助我們做研究工作的開發，相信爾後發表論文的質與量，必能大幅提升，建議此類助理之聘用能持續下去，另外對同仁赴國外發表論文的名額，亦能加以擴充，使本局在國際鑑識界的地位，更為提升。
十二、本局第六處第一科在今（96）年11月間申請實驗室認證之實地評鑑後，雖然還有一些小缺點需要改進，以待認證委員之複查，相信在同仁們共同努力不懈下，應該能通過這個嚴苛的考驗，使本實驗室成為相關機構第一個通過認證的實驗室，檢驗結果在法庭的效力自然不言可喻，相關同仁在心態上要能有所調整，鑑驗案件確實依照SOP的步驟來做，以使本局鑑驗水準能名實相符。惟第六處其他部門尚未著手實驗室之認證，但實驗室認證的資格要求，已是院檢單位及政府檢驗單位的共同體認，故建議本處其他各科亦能加強這方面的準備，使全處的檢驗業務在最短期間內皆能取得認證，本處業務方能經得起院檢單位或辯方律師的挑戰。
十三、研閱論文題目：「Screening of gene markers for forensic identification of vaginal secretion stains」（篩選基因標記來做陰道分泌物檢體鑑別）作者Muhammad Muqadas。心得如下：
由於目前鑑識技術對於陰道黏膜細胞或是身體其他部位細胞尚無有效率的分辨方法，另在實務上已有許多妨害家庭案被告皆宣稱被採集衛生紙證物上的DNA非來自陰道分泌物，而是鼻涕、或是口水，這樣的脫罪說詞已屢見不鮮，更加顯示發展鑑定陰道分泌物檢體的技術的重要性。作者利用Reverse transcriptase-polymerase chain reaction（RT-PCR:反錄複製酶擴增反應）來檢視各種不同種類細胞的mRNA（信息RNA）基因表現，經實驗證實HBD-1、MUC4、ADAMTS 5、SLPI、CART1、KRT7、SPRR 2B及HOXA13等基因的mRNA在陰道分泌物檢體會表現出來，在實際案例亦有成功的情形。
十四、研閱論文題目「The role of DNA in paternity cases」作者Dr. Ibrahim Ahmad Othman 。2. 「Identification of decomposed human remains :Case work experience with the PCR-Based STR systems」作者Dr.Hisham Rajab , Dr. Ahmad El-Awady。心得如下：

本篇論文報告顯現阿拉伯國家的DNA鑑識技術已與世界通用的STR DNA 鑑識技術接軌，在親子血緣上不僅大大提高親子的確認率，另外在腐敗屍骨的檢測上由於STR DNA標的物不長，較易 PCR(複製酶擴增反應)成功，加上使用適當的DNA萃取方法（本篇論文認為腐敗屍骨的DNA萃取以傳統的有機溶劑萃取法為佳），可使歷經多年的腐敗屍骨皆能檢出STR DNA。
十五、研閱論文題目「Forensic genetic analysis of mitochondrial DNA hypervariable region II sequence among different Jordinian ethnicitis」作者Saeed Jaradat, Ph.D.。心得如下：

本篇論文作者利用粒線體DNA高變異HV2區成功的區分約旦少數民族的種族血緣，顯示粒線體DNA高變異HV1與HV2區，不僅可以鑑識個體間的DNA差異，亦可藉由粒線體DNA高變異區資料的收集與統計，來解析不同種族之間的異同之處。
本局在DNA鑑定上，採用粒線體DNA高變異HV1與HV2區之序列分析已行之有年，利用粒線體DNA鑑定解決的親子血緣、刑事証物案件已大量累積，累計的粒線體DNA高變異區資料庫也很豐富，應該可以對這些既有的粒線體DNA資料進行統計分析，辨識國內各族群的粒線體DNA差異之處，日後可以利用粒線體DNA來對犯罪者做其DNA差異分析，或可得知其種族、其年齡（有研究隨年齡的增加，粒線體DNA有會有變化）等犯罪者資訊，對於偵辦案件的助益甚大。
肆、本局與會人員發表之論文簡報與資料
1、 李天濬發表之論文簡報資料
核磁共振儀應用於尿液中甲基安非他命定量之研究
摘要

    本計畫係以核磁共振儀檢驗尿液中甲基安非他命定量之研究，目前本（六）處一科檢驗尿液中甲基安非他命之方法，係以螢光偏極免疫分析法初步篩驗，再以氣相層析質譜儀確認之，其萃取過程較為繁複。但本方法僅需簡單之前處理及萃取過程，即可在更大之線性範圍內，檢測得知檢品中尿液中甲基安非他命之含量，故具有快速、省耗材且不會污染儀器之優點，在未來經過更精密之研究比對下，有可能成為初篩甚至是複驗尿液中甲基安非他命含量方法之一。
題目：The Quantitation of Methamphetamine in Urines by Nuclear Magnetic Resonance (1)
（核磁共振儀應用於尿液中甲基安非他命定量之研究）
Tien-Chun Lee, Chess S. Chyueh and Shih-Hsiung Hu*

Bureau of Investigation, Ministry of Justice, Taiwan, ROC
ABSTRACT
    A novel technique for methamphetamine(MA) quantitation in urine by nuclear magnetic resonance (NMR) is shown in this research. In Taiwan (R.O.C.) urine MA samples are first screened by enzymatic methods, then comfirmed and quantified by GC/MSif MA levels above 500ng/ml. MA urine analysis by NMR is just only extracted by chloroform simply without any complicate pretreatments like derivation or evaporation.  The MA in the chloroform is then added 30% d-chloroform and 1 ug/ml TMS (or terephthaldehyde) simultaneously as the shimming lock agent and internal standard, and finally is sent to Brucker 400 MHz NMR instrument for 512 scans (about half an hour).  Because of the results of better linearity (R2=0.997),better reproducibility (CV = 2%), larger linear dynamic range (100 ng/ml to 10000ng/ml) and simple pretreatment for the MA detection in urine, it is possible that the results are acted as the screening data or even confirmation for routine analysis.  

Scheme I. 
Sample pretreatment of methamphetamine urine analysis by NMR
↓

12 ml methamphetamine urine + 1 ml 10N NaOH + 0.4 ml benzene

↓

200 rpm shaking for 5 min

↓

3500 rpm centrifugation for 3 min

↓

300 ul benzene extract + 200 ul d-chloroform containing 0.03%(v/v)terephthalate and TMS

↓

Bruker 400 NMR analysis

	solvent
 
	d-chloroform, %

	
	20
	30
	40
	50

	chloroform
	-
	-
	+
	+

	dichloromethane
	-
	+
	+
	+

	n-hexane
	-
	+
	+
	+

	benzene
	-
	+
	+
	+


+ : better shimming         - : poor shimming

Table 1. The influence of the magnetic field shimming using Bruker 400 NMR on the percentage of d-chloroform in different solvent

[image: image1]
Fig. 1. The recovery of the methamphetamine extraction for different volume of 10N NaOH.


[image: image2]
Fig. 2. The NMR spectrum of methamphetamine in d-chloroform.


[image: image3]
Fig. 3. The NMR spectrum of methamphetamine urine extract in 40% d-chloroform / benzene.


[image: image4]
Fig. 4. The NMR spectrum of benzene and it’s impurities in d-chloroform.


[image: image5]
Fig. 5. The NMR spectra of methamphetamine (MA) urine extract in 40% d-chloroform / benzene.(MA concentration in urine:(a)100ng/ml(b)500ng/ml(c)1000ng/ml(d)2000ng/ml(e)4000ng/ml(f)6000ng/ml(g)10000ng/ml)


[image: image6]
Fig. 6. Linearity of NMR detection with respect to methamphetamine in urine.

2、 吳國權發表之論文簡報資料
微量跡證之DNA鑑定的偵測與辨識
摘要
法醫檢品微量証物的鑑定上，一直有DNA檢品量過少，再經DNA萃取純化後 ，檢品DNA往往已漏失不見的困擾，儘管PCR技術理論上應可將極微量的DNA做等比級數的擴大，但漏失不完整的、甚至是完全漏失DNA的檢品，就算是使用DNA長度較短、較容易以 PCR 的方法來進行複製目前最受囑目並廣泛運用於人別鑑定的short tandem repeats（STR），也常常無法得到完美的STR 基因座分型結果。
本研究為解決微量証物的DNA檢出不良情形，曾實驗以顯微注射系統，在顯微鏡下用特殊微小玻璃針挑出檢品中微量的白血球細胞， 捨棄一般傳統標準的DNA萃取方式，利用熱漲冷縮的原理將細胞DNA釋放出來，經PE Applied Biosystems公司出品的STR AmpFlSTR Cofiler Kit試驗，其基因座包括D3S1358、D16S539、TH01、TPOX、 CSF1PO 、D7S820及可辨別性別的Amelogenin，在初步的研究盧發現，在單一細胞PCR的Cofiler STR分型的實驗中，大多數的基因座型別可被成功分型出來，但也有些異合子（Heterozygous loci）基因座型別因優勢的PCR複製產生基因型漏失或因複製不全導致基因型增多等基因座型別失真的現象，幸運的是並非所有的單一細胞PCR皆會產生基因型漏失或基因型增多的失真現象，所以多次重複做單一細胞PCR的分析將可得到較正確的結果，單一細胞PCR Cofiler STR分型的實驗中雖未能得到穩定的結果，但將此技術使用粒線體DNA的定序分型上，卻有明確及穩定的結果可供鑑定。另外將白血球細胞數提高至10至30個來進行Cofiler STR的微量細胞PCR分型，所有的基因座型別皆可穩定正確的表現出來，建立在上述的研究基礎上，本研究以白血球細胞為材料，稀釋成各種不同濃度的細胞數，來測試各種PE Applied Biosystems公司出品的STR AmpFlSTR Profiler plus Kit、STR AmpFlSTR Cofiler Kit、STR AmpFlSTR SGM plus Kit多型性STR套組，結果發現在此種非傳統標準的DNA萃取的熱漲冷縮的方式下，未經DNA萃取的白血球數十個型上千個細胞左右的PCR下皆可以被成功的完全分型，另外粒線體DNA的定序分型比多型性STR套組更為敏感在細胞更低的狀態下，即可得到HVI、HVII完整正確的定序型別。
將此方法實際運用在案件上，我們發現經一般傳統標準的DNA萃取方式處理未能檢出STR型別的性侵害案酒瓶的女性體液、藥丸上的唾液、毒品吸食器吸管上的唾液等証物，在未經DNA萃取下，僅利用熱漲冷縮的原理將細胞DNA釋放，直接進行多型性STR複製，結果皆出現完美的型別， 另外在杯口唾液DNA及掌紋多型性STR型別的鑑定上，此處理方法也得到完整的型別，足証此新開發的超微量檢品處理方法，對DNA鑑定的成功率已大大的提昇了。
關鍵字：超微量檢品、顯微注射系統、STR、粒線體DNA、單一細胞PCR、科學鑑識。
題目：Detection and identification of trace evidence by DNA analysis.
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Abstract

It has been a difficulty for extracting DNA from very tiny forensic evidence, DNA could have been lost during the extracting process, and there would be no results for the powerful STR analysis. 

In this study authors use micro-injection system to pick single cell for forensic DNA test, instead of using traditional DNA extraction methods, a process would be designed to let the cell release DNA into the PCR reaction directly when the PCR process start. After using the ABI STR AmpFlSTR Cofiler Kit would be used for STR test, the loci are D3S1358、D16S539、TH01、TPOX、 CSF1PO 、D7S820 and Amelogenin, the primary test was successful. But heterozygous loci occurred preferential amplification of one allele can to allele drop out of other condition occurred the addition of mistaken allele. Fortunately, mistaken allele does not occur in all amplification. By the way, the single cell of mtDNA sequence analysis is usually successful. It does not occur the problem like the single cell of multiplex STR PCR. Further more, authors optimize the PCR process, use a series dilution of leukocytes to process the multiplex STR PCR directly. About ten to thousand leukocytes could obtain all multiplex STR type, does not need to use traditional DNA extraction methods.

The developed micro DNA extraction and typing methods would be used for forensic samples, such as saliva contented materials(cups mouth, cigarette buffs) hand touched samples (cup handles, handprint) to verify the forensic use of these methods. 

Key Words: Forensic Science, trace evidence, single cell, microinjection.
Introduction

  The polymerase chain reaction (PCR) is an enzymatic process by which a specific region of DNA is replicated to yield enough copies for detection. Depending on mathematical theory, a single DNA template could be successful amplified by the process of adequate PCR .In fact, some authors report the amplification of DNA extracted from a single spermatozoid, demonstrating that a single DNA template can be amplified .Maybe improve the sensitivity of the reaction of PCR like hemi-nesting strategy enhances a specific region of DNA yield, but very tiny forensic evidence DNA could have been lost during the extracting process. We could not yield any DNA copy from the PCR of no more DNA template. On the other hand, a homozygous locus of a single cell maybe can be amplified by the process of adequate PCR to obtain a reliable genetic typing of a homozygous allele. But the forensic DNA tests usually use the powerful multiplex STR analysis. When the amount of DNA available for genetic typing is very low that is possible for one allele of a heterozygous individual not to be detected, leading to an incorrect genotyping of this individual as a homozygote. In this study, instead of using traditional DNA extraction methods, a process would be designed to let the cell release DNA into the PCR reaction directly when the PCR process start. The strategy maybe can avoid losing DNA. After using the ABI STR AmpFlSTR Kit would be used for STR test. One to scores of cells were STR profiled and mtDNA sequenced to find out the least number of cells needed for DNA information exploring.
Material and Method
Single human’s leukocytes were picked by micro-injection system into 0.2ml microtube containing 5ul Q water. Instead of using traditional DNA extraction methods, a process would be designed to let the cell release DNA into the PCR reaction directly when the PCR process of golden Taq polymerase that need  hot start at 95°C to incubate ten minute. DNA information of the different number of cells used improved Neubauer cell counter to calculate the original leukocyte’s numbers. The original leukocytes processed a series dilution to obtain different leukocyte’s numbers by Q water for our new strategy of DNA test. The test of DNA included the ABI STR AmpFlSTR Kit that would be used for STR test and the control region of mtDNA sequence analysis. The optimal cycle’s number of multiplex STR PCR are been tested by very low concentration of template DNA is in the picogram range. Our experiments were carried out in order to estimate the relation between the frequencies of successful multiplex STR PCR to different cell’s numbers.
Results and Discussion
The single cell PCR

 After using the ABI STR AmpFlSTR Cofiler Kit would be used for STR test, the loci are D3S1358、D16S539、TH01、TPOX、 CSF1PO 、D7S820 and Amelogenin, the primary test was successful. But heterozygous loci occurred preferential amplification of one allele can lead to allele drop out of other condition occurred the addition of mistaken allele. Fortunately, mistaken allele does not occur in all amplification. BY the way, the single cell of mtDNA sequence analysis is usually successful. It does not occur the problem like the single cell of multiplex STR PCR.

The different leukocyte’s numbers PCR

In our study , The optimal cycle’s number of multiplex STR PCR are between 32 cycles to 34 cycles .When the cell’s numbers are lower than ten cells that heterozygous loci could occur some conditions these one allele of a heterozygous individual not to be detected or two heterozygous alleles dropped out . The successful of multiplex STR PCR usually occur between ten cells to one thousand cells. The cell’s numbers are more than one thousand cells that longer base size loci could occur alleles drop out or little drop-out .Because too much DNA template could lead to exhaust the resource of PCR . The shorter base size loci could obtain the resource that was easier than longer base size loci in multiplex STR PCR. The successful of mtDNA PCR could occur from single cell to ten thousand cells that were more successful than multiplex STR PCR. Because a single cell has many hundred copies of mtDNA and the amplification of homozygous locus was simple process that did not happen to drop out.
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FIG 4. The detection of human mtDNA(hvII) at different cell numbers. 

      lane 1:ladder ,lane2:single cell, lane3:2 cells, lane4:5cells, lane 5:10 cells

      lane 6:20 cells ,lane7:50 cells, lane8:100 cells, lane9:200cells, lane10:400 cells ,lane 11:1000 cells ,lane12:2000 cells, lane13:4000 cells, lane14:8000cells, lane15:1000 cells,lane16 the method of tradition DNA extraction (38 cycles).
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FIG.5.1  The peaks of different cell’s numbers that process a series dilution after the profiler plus multiplex STR(33 cycles).
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FIG.5.2  The peaks of different cell’s numbers that process a series dilution after the profiler plus multiplex STR(33 cycles).


[image: image13] FIG.5.3  The peaks of different cell’s numbers that process a series dilution after the profiler plus multiplex STR(33 cycles).

3、 陳孟宜發表之論文簡報資料
X染色體STR基因座應用於血緣鑑定之案例報告
摘要

    目前在法醫鑑識及血緣鑑定之案件所採用的STR套件主要係用於解決直系壹親等之血緣鑑定案件，而對於二親等以外之旁系血緣關係鑑定，市售之STR套件如ABI公司之Identifiler kit尚無法直接解決一些特殊之親緣關係鑑定案件，例如失親之兩位女性主張同一父所出，又如內祖母與孫女或外祖父母與外孫之血緣關係，分析渠等之親緣關係後發現惟有賴X STR多型性分析可以直接驗證其血緣關係。
    本實驗室選擇多型性表現良好且PCR產物之片段長度合適的X染色體基因座DXS7132、DXS9895、DXS10011、DXS101、DXS8377、ARA、HPRTB共七座，經過實驗方法的確效試驗（validation test）研究，目前已將X染色體STR基因座系統實際運用於血緣鑑定案件中。
    本報告提出最近三年來實驗室所接受委託鑑定之非直系壹親等血緣鑑定案件，案例的型態如同父異母之姊妹及孫女與內祖母之血緣關係，透過X STR基因座多型性分析取得型別資料後，再以本實驗室自撰之EXCEL自動化程式計算渠等之半手足指數HCSI值或隔代親緣指數GCI值，驗證其血緣關係，此外對於假設父與女兒之親子血緣鑑定案件，若發現有疑似突變的型別發生時，加驗X STR基因座之型別，對於提高CPI值，驗證其血緣關係，極具效益。
題目：Case Report of Seven X STR loci applied to Forensic Kinship Testing

（X染色體STR基因座應用於血緣鑑定之案例報告）
Chen, Meng-Yi; Pu, Chang-En

Scientific and Technical Research Center (Dept. 6th)

Ministry Justice Investigation Bureau

74, Chung-Hua RD., Xin-Dian City, Taipei County, Taiwan, R.O.C.

Abstract

X chromosomal STR loci are suitable for forensic purposes that are validated by publication. Allele frequencies for 7 STR loci (DXS10011, HPRTB, DXS9895, DXS8377, DXS7132, DXS101, AR) of random Chinese living in Taiwan were published at 2000 and 2002. The 7 X STR loci were used in this report to examine a few deficiency kinship cases when the disputed child is female. In these cases, we extracted DNA from individual blood or saliva, then quantified by measuring its concentration at Hoefer DyNA Quant 200. Approximately 20ng of DNA was used in all PCR reactions. PCR amplifications were performed using modified primer sequences according to GeneBank information and related literature. Genetic typing was performed by capillary electrophoresis by using ABI Prism 310 Genetic Analyzer in denaturing polymer (POP4). 

Some of the cases were found to confirm their kinship and then we calculated paternity index, sibling index and grandparent index of these cases by using EXCEL program written by authors. Some kinship was excluded by incompatible XSTR. The usefulness of X STR was confirmed by the inclusion and exclusion cases presented. 

  Key words: X STR; forensic Kinship Testing; paternity; sibling

Introduction

For genetic determination cases without parents, we can utilize the detection of Y STR loci and sequencing of mitochondria DNA to identify genetic relationship. But in some unusual cases by using CODIS 13, Y STR and mtDNA are not enough or even useless. Therefore the forensic DNA scientists turn their attention to X STRs profiling, recognizing they are powerful auxiliary systems to genomic STR, they are helpful for the DNA test of female for differentiating if two women had the same father directly, avoiding some of the ambiguity generated from sibship calculation. In this report, we describe one case of confirming the kinship between the granddaughter and her grandmother, other two cases are family sisters born from the same father but from different mother. We detect 7 X chromosomal STR loci that contain AR, DXS10011, DXS101, DXS6789, DXS7132, DXS8377, DXS9895 and HPRTB to identify their kinship relationship. The combined kinship index for each case was calculated by using EXCEL program written by authors. 

Material and methods

Extraction：DNA was extracted by using BioGene-FastTM 30 Minute DNA extraction kit (Texas BioGene Inc, TA USA) and quantitated by a Fluorometer (DyNA Quant 200, Hoefer Pharmacia Biotech, San Francisco, CA USA ) 

PCR：PCR amplifications were performed using primer sequences according to GeneBank information (http://www.gdb.org) and literature [1-8]. 

Typing：ABI 310(Applied Biosystem) with sequenced ladders referred from [1,2,3] and made by authors. 

Case Report

Case 1: 

    6 years old granddaughter was brought to our laboratory by the grandmother to prove their consanguinity relationship. The granddaughter's parents were a married Malaysian woman and a captain of a fishing boat from Taiwan, after the girl A was born, the father died and incinerated. According to the law of Malaysia when girl A was not born in an appropriate marriage situation, she could not have the Malaysian Nationality and she was sent back to Taiwan. There were neither father nor mother for determining the consanguinity directly, after several loci of X STR were tested, the alleles were matched between the grandmother and granddaughter, combining the information from genomic STR and X STR, the Combined Grandparent Index (CGI) was high up to 1.28*106, the consanguinity relationship between them was determined. 

Case 2: 

    Three women claimed that another fourth girl was not their sister with same father, but the mother claimed that all four girls were from the same father, since the father already died, no direct consanguinity could be determined. Maternity was proved after genomic STR typing for the four girls, and the X STR showed that the fourth girl was from a different father as that for the three sisters. 

Case 3: 

    One girl (a) claimed that another three girls (b;c;d) have the same father as her but with different mothers, and these three girls claimed they bore from same father and mother. Since the father and mother already died, no direct consanguinity could be determined. The X STR showed that this girl was from the same father as that for the three sisters. Maternity relationship was proved after mtDNA sequence typing for the other three girls.




Results and Discussion

In case 1, the 6 years old granddaughter had to be confirmed was blood related to her grandmother (father side) to get the citizenship of Taiwan. Because the X chromosome linked STRs would pass from grandmother to the granddaughter, so we found they shared haploid X STR typing DXS10011=35, HPRTB=12, DXS9895=13or16, DXS8377=33, DXS7132=15or16, DXS101=24 and AR=20, (Tab.1) after matching the typing of X STRs and calculating the index of genomic STRs, the Combined Grandparent Index (CGI) was high up to 1.28*106, their blood relationship was confirmed, this was the first case that X STRs were used on immigration samples here in Taiwan.

.

     In case 2 we detected these 5 women’s genomic DNA STR and found these four women were from the same mother, and then we found besides the inherited X STR the mother they shared haploid X STR typing DXS10011=26, HPRTB=13, DXS9895=14, DXS8377=47, DXS7132=14, DXS101=25 and AR=17, (Tab.2) the sharing confirmed that these three women were from the same father. We subtracted the fourth woman’s X chromosome linked STRs inherited from the mother, then found her haploid XSTR typing DXS10011=24, HPRTB=12, DXS9895=14or16, DXS8377=46, DXS7132=15, DXS101=22 and AR=22, were incompatible from these three women’s, so excluded that the fourth woman was from the same father with these three women.

     In case 3 we detected these 4 girls’ genomic DNA STR and X chromosome linked STRs, then we found these 4 girls (a;b;c;d) shared haploid X STR typing DXS10011=24.2, HPRTB=11or13, DXS9895=16, DXS8377=43, DXS7132=15, DXS101=24 and AR=18, (Tab.3) after matching the typing and calculating index, the Half Combined Sibling Index (HCSI) were high up to 1.7*104; 1.0*102; 1.5*104 between two girls(a&b;a&c;a&d) of these 4 girls, then confirmed that these four girls were from the same father.

In conclusion, these X chromosome linked STRs polymorphisms will be useful markers for deficiency kinship cases especially when disputed individuals are female.  
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四、錢世傑發表之論文資料
臺灣防制電腦犯罪現況
摘要

    臺灣防制電腦犯罪之努力向來獲得世界的關注與重視，有鑒於兩岸關係之詭譎多變，大陸駭客猖獗，導致世界各國多不滿大陸對於網路駭客之放縱。隔一海之距的臺灣，扮演著積極打擊電腦犯罪之角色。
    惟網路犯罪案件逐年增多，人力資源往往無法應付龐大的攻擊事件，本文除介紹臺灣防制電腦犯罪之努力外，更提出電腦犯罪之初步解決機制，希望能夠在世界舞台上扮演好應盡之角色。
題目:An overview: Anti-Cybercrime Efforts in Taiwan
(臺灣防制電腦犯罪現況)

Chien, Shih Chieh

Investigator of MJIB

m36030@mjib.gov.tw
Abstract

The efforts in preventing and investigating cyber-crime in Taiwan have been receiving considerable attention all over the world. As a matter of fact, special task forces, such as the Cyber Crime Investigation Unit of Investigation Bureau have been set-up to fight cybercrime in Taiwan in the recent years. Even though, it is still insufficient to deal with so many cybercrime cases. Therefore, we proposed some basic solutions to the cybercrime problems, which is a view to introduce the effort of the Cyber Crime Unit of Investigation Bureau to battle with cybercrime on the Internet.
Ⅰ. Introduction
The Internet population has been growing much faster than the total population. The numbers of cybercrime cases and suspects have been increasing much faster   than even the Internet population and reached a record high in 2006. Also, cybercrime suspects are becoming younger. Cybercrime is conducted by highly educated people. The efforts in preventing and investigating cyber-crime in Taiwan have been receiving considerable attention all over the world. 
As a matter of fact, special task forces, such as the Cyber Crime Investigation Unit of Investigation Bureau have been set-up to fight cybercrime in Taiwan in the recent years. Even though, it is still insufficient to deal with so many cybercrime cases. Therefore, we proposed some basic solutions to the cybercrime problems, which is a view to introduce the effort of the Cyber Crime Unit of Investigation Bureau to battle with cybercrime on the Internet.
Ⅱ. Fighting Cybercrime in Taiwan
With the explosive growth of the Internet worldwide, computer crimes increasingly are prone to have international dimensions. 
In addition to MJIB, the Ministry of Justice has established a Cybercrime Prevention and Fighting Center in Prosecutors’ Office.

Based on the Ministry of Justice statistics, in 2006 prosecution of computer crime cases were 2118 in total, subject to Offenses of Interfering with the Usage of Computers Chapter 36 (Chapter 36) were 74 cases; convicted were 1428 cases, subject to Chapter 36 were 26 cases. 
In 2007 prosecution of computer crime cases were 2406 in total, subject to Offenses of Interfering with the Usage of Computers Chapter 36 (Chapter 36) were 54 cases; convicted were 2250 cases, subject to Chapter 36 were 28 cases.
In 2006 and 2007, compared to the overall prosecution of computer crime cases, 13.6% growth in 2007, subject to Chapter 36 has dropped 27%; Overall computer crime conviction cases, 57.6% growth in 2007, Chapter 36 is 7.7% growth.

http://www.moj.gov.tw/site/moj/public/MMO/moj/stat/new/newtable1.pdf
Ⅲ. An introduction of Chapter 36 of Criminal Law and Frequently Used Statutes
A. Chapter 36 of Criminal Law: Offenses of interfering with the usage of computers 
1. Article 358: 
A person who accesses another's computer or related facilities without justifiable causes by logging in another's password, deciphering the protective measures for the use of computers, or exploiting a computer system loophole shall be punished with imprisonment for not more than three years, detention, or a fine not more than 100,000 yuan may be imposed.

2. Article 359: 
A person who obtains, deletes or alters the electro magnetic records in another's computer or its related facilities so as to cause damage to the public or another shall be punished with imprisonment for not more than five years, detention, or a fine not more than 200,000 yuan may be imposed.
3. Article 360
A person who interferes with another's computer or related facilities by making use of computer programs or other electromagnetic means without justifiable causes shall be punished with imprisonment for not more than three years, detention, or a fine not more than 100,000 yuan may be imposed.

4. Article 361

A person who commits offenses as set forth under articles 358, 359 and 360 against a government agency' computer and related facilities may be punished for such an offence increased by one second.
5. Article 362

A person who designs computer programs especially for committing the offenses as set forth under chapter 36, and these computer programs shall be used for committing these offenses by oneself or someone else so as to cause damage to the public or another shall be punished with imprisonment for not more than five years, detention, or a fine not more than 200,000 yuan may be imposed.
6. Article 363

Prosecution for an offence as set forth under articles 358, 359 and 360 may be instituted only upon complaint.
B. Frequently Used Statutes
The following statutes are used most frequently by the MJIB to investigate computer-related crimes.
1. Chapter 36 of Criminal Law as mentioned above: Offenses of interfering with the usage of computers.

2. Chapter 36 of Criminal Law: Forgery.

3. The Act for the Prevention of Juveniles Prostitution: Sexual Exploitation of Children.

4. Chapter 21 of Criminal Code (Obscenity Crimes Chapter): Online Pornography.

5. Chapter 23 of Criminal Code (Threats Chapter): Online Threats.

6. Chapter 32 of Criminal Code (Fraud Crimes Chapter): Mail Fraud and Wire Fraud.

7. Copyright Law/ Trademark Law: IPR Infringement.

8. Communication Protection and Interception Law: Electronic Communications Privacy.

Ⅳ. How the MJIB investigate computer crime?
This paragraph provides information about the investigative and prosecutorial process for computer crimes and explains some of the resources the MJIB uses when it investigates computer crime. 
A. CIU and CFL

MJIB use sophisticated methods to investigate and coordinate cyber incidents. In the Taiwan, the Cybercrime Investigation Unit (CIU) is a division under the MJIB. CIU processes complaints of cyber crime and then coordinates computer crime investigations.
The MJIB’s Cyber Division at MJIB Headquarters in Taipei coordinates investigations in which networks or computers are exploited as instruments in criminal activity or as targets. High priority is given to investigations that involve terrorist organizations or intelligence operations sponsored by foreign governments. The MJIB trains computer investigators who work in MJIB field offices to investigate cyber crimes. 
The MJIB maintains a computer forensic laboratory (CFL) at MJIB Headquarters in Taipei for advanced data recovery and for research and development. Technology has made it easier for criminals to hide information about their crimes. Because of the sophistication of the digital environment, evidence is collected and handled differently than it was in the past and often requires careful computer forensic investigation. CFL is a one-stop, full service forensics laboratory and training center devoted entirely to the examination of digital evidence in support of criminal investigations. Four MJIB field offices also have specialized cyber squads called Cyber Action Teams which major duties is to investigate cyber crimes and to aid cybercrime investigations.
B. Cyber crime investigation
Computer crimes can be separated into two categories: 
(1) crimes facilitated by a computer;

2) crimes where a computer or network is the target.  
When a computer is used as a tool to aid criminal activity, it may include storing records of fraud, producing false identification, reproducing and distributing copyright material, collecting and distributing child pornography, and many other crimes. But first category of computer crimes is not the major duty of CIU. CIU only investigate the crimes which belong to Chapter 36 of Criminal Law in Taiwan unless super agency asks CIU to investigate.

Crimes where computers are the targets can result in damage or alteration to the computer system. Computers which have been compromised may be used to launch attacks on other computers or networks. 
The MJIB uses a number of statutes to investigate computer crimes. The MJIB is sensitive to the victim's concerns about public exposure, so any decision to investigate is jointly made between the MJIB and the Prosecutor in order to safeguard the victim's fundamental human rights. 

C. Gathering information 
Those organizations will be recommended to follow these steps and assist law enforcement agencies in their investigation:
1. Preserve the state of the computer at the time of the incident by making a backup copy of logs, damaged or altered files, and files left by the intruder. 

2. If the incident is in progress, activate auditing software and consider implementing a keystroke monitoring program if the system log on the warning banner permits. 

3. Report the incident to the CERT.  Consider authorizing them to release the incident information to law enforcement.
4. Document the losses suffered by your organization as a result of the incident. These could include the 

· estimated number of hours spent in response and recovery. 

· cost of temporary help 

· cost of damaged equipment 

· value of data lost 

· amount of credit given to customers because of the inconvenience 

· loss of revenue 

· value of any trade secrets 

5. Contact law enforcement, provide incident documentation, share information about the intruder, and share any ideas about possible motives.
D. Contact Information 
To initiate an investigation, contact your local MJIB office or another appropriate law enforcement agency. To report an incident to the MJIB, you see the website”http://www.mjib.gov.tw”.
Ⅴ. Conclusion

Cybercrime Investigation Unit of Investigation Bureau (CIU) is responsible for implementing the national strategies in combating computer crimes in Taiwan. CIU investigates, and prosecutes computer crimes by working with other government agencies, the private sector, academic institutions, and foreign counterparts, for instance the G-8 24/7 Computer Crime Network. 
Some of the challenges faced by law enforcement on the international front include: harmonization of countries' criminal laws; locating and identifying perpetrators across borders; and securing electronic evidence of their crimes so that they may be brought to justice. Complex jurisdictional issues arise at each step. The Ministry of Justice is attending many anti-cybercrime international organizations and working with foreign governments through many channels to address global threats related to computer crime.
Cybercrime greatly affects individuals, businesses, and national security due   to the pervasiveness of the Internet. We believe that different countries should work together and use legal, organizational, and technological approaches to combat cybercrime, to reduce the damage to critical infrastructures, and to protect the Internet from being abused.

五、柳煌發表之論文簡報資料
題目：The New Strategy of Solving Drug Problem in Taiwan.
（解決台灣藥物濫用問題的新策略）
摘要

    臺灣的藥物濫用問題起因於1980年代，政府政策的開放與社會風氣的轉變，從海洛因、MA等的藥物濫用，至1990年代演進至MDMA、FM-2、Marihuana等多種藥物的濫用，至2000年迄今有更多不同類型的藥物被開發與濫用。而藥物濫用的人數更是逐年遞增，新型態的藥物濫用情形日趨嚴重。政府為解決藥物濫用問題，決定向毒品宣戰，因此擬定了七大項策略，依序是一、設立防治藥物濫用的主管機關。二、修訂法律，全面規範藥物濫用的新需求。三、擬定防治藥物濫用的實際作為與步驟。四、促進各級學校加強拒毒政策的教育宣導。五、廣泛性篩檢尿液的毒品反應。六、修訂藥物成癮者戒毒的相關法令。七、廣設戒毒機構。簡報內容詳如附錄一。
六、陳受湛發表之論文簡報資料
題目：The Study of Computer Forensics Standard Operation Procedure in Taiwan(本局電腦鑑識之標準作業程序之研究)。
摘要

    介紹電腦科技之發達所產生之電腦犯罪問題，並因偵查就需要取得相關之電腦數位證據，而數位證據之取得，就需要利用專業之電腦技術與方法，以合法之程序取得，並能藉分析與鑑定之程序，將所取得之數位證據文件化，作為在法院審理案件之呈堂證據。

    而在取得證據之鑑識過程中，除了要有相關之鑑識工具與技能外，鑑識之程序亦非常要緊，故此在會議中說明其重要性外，亦說明本局鑑識作業程序之演進，及目前所研究出較為可行之操作程序，並且此操作程序又會因新電腦系統、儲存媒體、檔案格式及鑑識工具之進步而改變，所以操作程序是需要一段時間來檢討改正的，故此標準作業程序是持續作更新以符合實際之需要。簡報內容詳如附錄二。






Fig1、use micro-injection system（Micromanipulator              system NT-88NE） to pick single cell 





FIG.2  The peaks of single cell(three case) after the cofiler multiplex STR(33 cycles).
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		Case1: STR Record Sheet

		Sample		Granddaughtor				Grandmother(Mother of the girl's father)

		Type(Loci)

		Blood type		A				O

		X STR DXS10011		21		35		35		37

		X STR HPRTB		12		12		12		12

		DXS9895		13		16		13		16

		DXS8377		33		51		33		55

		DXS7132		15		16		15		16

		DXS101		24		26		24		24

		X STR AR		20		26		20		21

		CGI Value		Above 1.28×106
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		Case 3: STR Record Sheet

		Sample		Girl a				Girl b				Girl c				Girl d

		Type(Loci)

		DXS10011		20		24.2		24.2		34		24.2		29		24.2		34

		HPRTB		11		13		11		13		11		13		11		13

		DXS9895		13		16		14		16		14		16		13		16

		DXS8377		43		48		43		49		43		48		43		49

		DXS7132		13		15		14		15		14		15		14		15

		DXS101		24		27		24		25		24		26		24		25

		AR		18		20		18		21		18		20		18		21

		HCSI Value		Above 2.7×104 between a&b

		HCSI Value		Above 1.0×102 between a&c

		HCSI Value		Above 1.5×103 between a&d
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		Case 2: STR Record Sheet

		Sample		1st woman				2nd woman				3rd woman				4th woman				Mother

		Type(Loci)

		Blood type		A				A				A				O				O

		DXS10011		26.2		33		26.2		34		26.2		33		24		25		25		33

		HPRTB		13		14		13		14		13		14		12		14		14		14

		DXS9895		14		16		14		14		14		16		14		16		14		16

		DXS8377		46		47		46		47		46		47		46		46		46		51

		DXS7132		14		16		13		14		14		16		13		15		13		16

		DXS101		25		25		25		25		25		25		22		25		25		25

		AR		17		21		17		21		17		21		21		22		21		21
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Fig3.The relation of cell numbers and successful multiplex STR
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圖六、原始細胞濃度低時 STR PCR成功與細胞數的關係
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